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Supplementary Table 1. List of EVs-contained proteins identified by MS screening.
Accession Alternative Aqueous Humor Vitreous Humor Plasma
# \dentified Proteins Number Name Mw UM5-1 _|UM5-2 [UM6-1 [UM6-2 |UmM8-1 [UM8-2 |UMS5-1 [UM5-2 |UM6-1 |UM6-2 [UMS-1 |UM8-2 |UM5-1 |UMS5-2 [UM6-1 |UM6-2 |um8-1 [ums-2
1 Serum albumin OS=Homo sapiens OX=0606 GN=ALB PE=1 SV=2 ALBU_HUMAN ALBU 69 kDa 2727] 2958 2206 2679 1400 1215 3226 3435 2563 2748 3078] 3096 1836 1694 1118 1237|2265 2225
2| Complement C4-B OS=Homo sapiens OX=9606 GN=C4B PE=1 SV=2 CO4B_HUMAN coaB 193 kDa 160 88 168 169 163 157 594 576 180 194 420 427 2122 1596 1600 1596 955 854
3 Complement C4-A 0S=Homo sapiens OX=9606 GN=CA4A PE=1 Sv=2 CO4A_HUMAN Co4A 193 kDa 161 88 168 170 164 157 585 561 176 192 426 438 2105 1574 1580 1567 969 879
4] Complement C3 0S=Homo sapiens OX=9606 GN=C3 PE=1 SV=: CO3_HUMAN co3 187 kDa 31 25 259 308 203 181 831 851 400 434 594 567 658 549 504 462 657 624
5 [ inter-alpha-trypsin inhibitor heavy chain H2 0S=Homo sapiens OX=9606 GN=ITIH2 PE=1 SV=2 IMH2_HUMAN ImH2 106 kDa 44 35 58 47 100 110 315 280 68 67 375 410 648 739 856 764 740 848
6 [ Serotransferrin OS=Homo sapiens OX=9606 GN=TF PE=1 SV=3 TRFE_HUMAN TRFE 77 kDa 250 293 330 436 182 150 508 551 414 424 510 560 294 288 224 220 328 374
7| Alpha-1-antitrypsin OS=Homo sapiens OX=9606 GN=SERPINAL PE=1 SV=3 ALAT HUMAN ALAT 47 kDa 280 301 291 338 152 122 546 564 421 440 501 608 223 196 152 143 198 184
8 [ inter-alpha-trypsin inhibitor heavy chain H1 0S=Homo sapiens OX=9606 GN=ITIH1 PE=1 SV=3 IMH1_HUMAN IMH1 101 kDa 24 24 31 19 56 66 225 191 31 28 278 316 603 707 833 703 855 1092
9 [ Immunoglobulin gamma-1 heavy chain 0S=Homo sapiens OX=9606 PE=1 SV=2 IGG1_HUMAN 1GG1 49 kDa 32 33 201 234 113 95 550 564 276 300 607 617 346 320 211 223 487 482
10 Prothrombin OS=Homo sapiens OX=9606 GN=F2 PE=1 SV=2 THRB_HUMAN THRB 70 kDa 26 13 42 43 84 88 211 223 46 55 207 217 387 379 611 615 533 613
11| Ceruloplasmin OS=Homo sapiens OX=9606 GN=CP PE=1 SV=1 CERU_HUMAN CERU 122 kDa 19 22 125 145 82 84 547 520 181 193 722 716 100 102 130 112 149 143
12 [ Immunoglobulin heavy constant gamma 2 0S=Homo sapiens OX=0606 GN=IGHG2 PE=1 SV=2 IGHG2_HUMAN IGHG2 36 kDa 9 8 105 122 57 46 358 423 160 169 507 491 187 166 130 145 359 291
13 [Immunoglobulin kappa constant OS=Homo sapiens OX=0606 GN=IGKC PE=1 SV=2 IGKC_HUMAN IGKC 12 kDa 67 63 172 186 72 60 386 397 192 200 390 417 237 214 164 164 299 311
14 [Immunoglobulin heavy constant gamma 3 0S=Homo sapiens OX=0606 GN=IGHG3 PE=1 SV=2 IGHG3_HUMAN IGHG3 41 kDa 19 18 127 160 60 52 238 236 189 205 241 252 154 151 159 168 210 228
15 | Immunoglobulin kappa light chain OS=Homo sapiens OX=9606 PE=1 SV=1 IGK_HUMAN 1GK 23 kDa 34 31 112 122 32 21 307 319 124 133 312 333 174 151 109 109 233 248
16 | Antithrombin-lil OS=Homo sapiens OX=0606 GN=SERPINC1 PE=1 SV=1 ANT3_HUMAN ANT3 53 kDa 86 77 48 59 29 30 109 107 83 84 121 116 796 603 42 42 71 65
17| Alpha-2-macroglobulin OS=Homo sapiens OX=9606 GN=A2M PE=1 SV=3 A2MG_HUMAN A2MG 163 kDa 0 ) 88 97 4 9 87 58 155 168 130 178 133 150 310 277 354 513
18 Apolipoprotein A1 0S=Homo sapiens OX=9606 GN=APOAL PE=1 SV=1 APOAL_HUMAN APOAL 31kDa 101 101 104 139 113 93 179 183 162 193 159 164 169 154 105 118 137 120
19 [ Immunoglobulin heavy constant gamma 4 OS=Homo sapiens OX=0606 GN=IGHG4 PE=1 SV=1 IGHG4_HUMAN 1GHG4 36 kDa 0 10 93 110 45 32 225 214 119 135 227 247 139 125 96 95 192 199
20| Hemopexin OS=Homo sapiens OX=0606 GN=HPX PE=1 SV=2 HEMO_HUMAN HEMO 52 kDa 71 70 107 124 39 38 132 126 167 171 180 146 86 83 71 65 120 118
21| inter-alpha-trypsin inhibitor heavy chain H3 OS=Homo sapiens OX=0606 GN=ITIH3 PE=1 SV=2 IMH3_HUMAN ImH3 100 kDa 4 3 6 1 23 23 42 32 2 3 68 79 247 229 302 300 320 320
22 Transthyretin OS=Homo sapiens OX=9606 GN=TTR PE=1 SV=1 TTHY_HUMAN TTHY 16 kDa 93 105 60 72 38 28 271 240 73 76 263 389 84 80 45 45 66 64
23 Vitamin D-binding protein OS=Homo sapiens OX=0606 GN=GC PE=1 SV=2 VTDB_HUMAN VDB 53 kDa 48 50 102 147 116 99 136 132 137 138 131 141 70 82 60 60 84 95
24 [Immunoglobulin heavy constant alpha 1 0S=Homo sapiens OX=9606 GN=IGHAL PE=1 SV=2 IGHAL_HUMAN IGHAL 38 kDa 14 11 60 76 29 27 175 171 81 91 167 177 137 122 105 106 155 161
25 [ Fibrinogen beta chain OS=Homo sapiens OX=0606 GN=FGB PE=1 SV=2 FIBB_HUMAN FIBB 56 kDa 0 ) 8 4 23 23 145 150 23 25 63 72 0 0 278 271 312 300
26 Fibrinogen alpha chain OS=Homo sapiens OX=0606 GN=FGA PE=1 SV=2 FIBA_HUMAN FIBA 95 kDa 0 ) 17 19 35 36 74 74 27 28 37 37 16 13 323 296 298 343
27 Clusterin OS=Homo sapiens OX=9606 GN=CLU PE=1 CLUS_ HUMAN cLUS 52 kDa 42 45 41 44 75 51 242 232 45 59 215 255 76 65 46 55 48 53
28| Apolipoprotein B-100 0S=Homo sapiens OX=9606 GN=APOB PE=1 SV=2 APOB_HUMAN APOB 516 kDa 0 ) 0 0 0 0 76 57 2 2 8 36 23 38 479 439 49 370
29| Kininogen-1 OS=Homo sapiens OX=9606 GN=KNG1 PE=1 SV=2 KNG1_HUMAN KNG1 72 kDa 33 37 36 47 77 57 152 157 56 57 153 172 127 116 71 85 77 99
30 Alpha-1-antichymotrypsin OS=Homo sapiens OX=0606 GN=SERPINA3 PE=1 SV=2 AACT_HUMAN AACT 48 kDa 46 40 59 68 37 32 231 260 82 99 192 221 49 42 35 35 40 43
31| Vitronectin OS=Homo sapiens OX=9606 GN=VTN PE=1 SV=_ VINC_HUMAN VINC 54 kDa 26 18 29 30 41 30 120 128 33 36 148 133 203 186 60 71 66 68
32 Fibrinogen gamma chain OS=Homo sapiens OX=0606 GN=FGG PE=1 SV=3 FIBG_HUMAN FIBG 52 kDa 0 ) 15 10 26 26 117 127 25 38 75 85 1 0 214 221 247 264
33 [Immunoglobulin lambda constant 2 0S=Homo sapiens OX=9606 GN=IGLC2 P IGLC2_HUMAN 1GLC2 11kDa 9 12 64 75 30 16 134 140 84 87 129 128 100 98 72 72 119 115
34 Immunoglobulin lambda constant 3 0S=Homo sapiens OX=9606 GN=IGLC3 PE=1 SV=: IGLC3_HUMAN 1GLC3 11kDa 0 ) 0 73 0 0 0 0 81 84 128 128 0 0 0 0 0 0
35 | Apolipoprotein E 0S=Homo sapiens OX=9606 GN=APOE PE=1 SV=1 APOE_HUMAN APOE 36 kDa 7 8 36 34 62 45 142 143 51 59 109 106 110 98 75 75 71 64
36 | Plasminogen OS=Homo sapiens OX=9606 GN=PLG PE=1 S PLMN_HUMAN PLMN 91 kDa 0 ) 25 29 12 9 146 142 42 45 193 223 55 55 53 50 74 78
37 Protein AMBP OS=Homo sapiens OX=0606 GN=AMBP PE=1 SV=1 AMBP_HUMAN AMBP 39 kDa 12 14 11 13 25 18 81 84 16 15 98 104 116 141 143 133 123 147
38| Haptoglobin OS=Homo sapiens OX=9606 GN=HP PE=1 Sv=1 HPT_HUMAN HPT 45 kDa 6 s 76 97 28 15 58 64 95 112 75 67 93 105 110 122 52 76
39 Apolipoprotein A-IV OS=Homo sapiens OX=0606 GN=APOA4 PE=1 S APOA4_HUMAN APOA4 45 kDa 16 20 44 61 116 93 87 94 78 88 104 116 79 71 52 57 81 83
40 immunoglobulin heavy constant mu OS=Homo sapiens OX=9606 GN=IGHM PE=1 SV=4 IGHM_HUMAN IGHM 49 kDa 1 ) 0 1 2 2 108 97 1 2 51 6 178 171 144 141 179 198
41 Complement factor B 0S=Homo sapiens OX=9606 GN=CFB PE=1 SV=2 CFAB_HUMAN CFAB 86 kDa 5 s 65 88 66 50 89 85 104 123 104 109 60 46 56 47 58 58
42 [Plasma protease C1 inhibitor OS=Homo sapiens OX=0606 GN=SERPING1 PE=1 SV=2 IC1_HUMAN ic1 55 kDa 9 10 24 30 36 41 110 101 42 59 108 124 64 64 54 52 52 57
43 [ Lumican OS=Homo sapiens OX=9606 GN=LUM PE=1 Sv=2 LUM_HUMAN LuM 38 kDa 10 7 14 21 23 18 69 69 18 19 93 110 115 103 110 93 106 119
44]Beta-crystallin B1 OS=Homo sapiens OX=0606 GN=CRYBB1 PE=1 SV=2 CRBB1_HUMAN CRBB1 28 kDa 0 ) 517 544 4 8 0 0 5 6 0 0 0 0 0 2 0 2
45 [ Fibronectin OS=Homo sapiens OX=9606 GN=FN1 PE=1 SV=4 FINC_HUMAN FINC 263 kDa 0 ) 0 1 0 0 43 21 6 4 56 97 4 41 203 179 127 223
46 | Galectin-3-binding protein OS=Homo sapiens OX=0606 GN=LGALS3BP PE=1 SV=1 LG3BP_HUMAN LG3BP 65 kDa 2 3 19 26 12 6 137 119 34 32 82 88 101 114 82 60 52 80
47| Alpha-1B-glycoprotein 0S=Homo sapiens OX=9606 GN=A1BG PE=1 SV=4 A1BG_HUMAN A1BG 54 kDa 38 47 55 72 16 14 60 58 63 82 61 69 39 34 42 32 44 47
48| Complement factor H OS=Homo sapiens OX=9606 GN=CFH PE=1 SV=4 CFAH_HUMAN CFAH 139 kDa 0 ) 9 17 1 3 97 71 25 31 81 109 35 67 104 102 96 150
49 [Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens OX=9606 GN=ITIH4 PE=1 SV=4 IMHA_HUMAN MH4 103 kDa 11 7 32 39 17 20 80 88 55 60 92 92 86 71 62 55 86 73
50 Pigment epithelium-derived factor OS=Homo sapiens OX=9606 GN=SERPINF1 PE=1 SV=4 PEDF_HUMAN PEDF 46 kDa 24 24 42 49 43 39 141 156 56 56 128 130 15 16 9 12 13 14
51 Keratin, type Il cytoskeletal 1 OS=Homo sapiens OX=9606 GN=KRT1 PE=1 SV=6 K2C1_HUMAN k21 66 kDa 134 83 80 52 83 57 38 50 53 47 13 8 76 93 36 28 22 83
52 [ Hyaluronan-binding protein 2 OS=Homo sapiens OX=0606 GN=HABP2 PE=1 SV=1 HABP2_HUMAN HABP2 63 kDa 1 ) 1 0 10 4 67 70 1 2 80 75 113 111 95 106 95 101
53 [ Coagulation factor V 0S=Homo sapiens OX=9606 GN=F5 PE=1 SV=4 FAS_HUMAN FAS 252 kDa 0 ) 0 0 3 6 0 0 0 0 0 0 67 69 211 195 149 186
54 Alpha-crystallin B chain OS=Homo sapiens OX=9606 GN=CRYAB PE=1 SV=2 CRYAB_HUMAN CRYAB 20 kDa 0 ) 388 445 0 0 7 6 2 11 9 B 0 0 0 0 0 0
55 | Alpha-2-HS-glycoprotein OS=Homo sapiens OX=9606 GN=AHSG PE=1 SV= FETUA_HUMAN FETUA 39 kDa 17 26 27 44 30 29 79 81 39 46 74 78 41 31 24 21 45 39
56 | Gelsolin OS=Homo sapiens OX=9606 GN=GSN PE=1 SV=1 GELS HUMAN GELS 86 kDa 0 ) 21 33 60 48 88 91 37 39 103 116 35 32 36 26 53 57
57| Alpha-crystallin A2 chain 0S=Homo sapiens OX=9606 GN=CRYAA2 PE=1 SV=1 CRYA2_ HUMAN (+1) [CRYA2 (+1) |20 kDa 0 ) 417 456 0 1 0 0 0 1 0 0 0 0 0 0 0 0
58 | Complement C5 OS=Homo sapiens OX=9606 GN=C5 PE=1 SV=4 CO5_HUMAN cos 188 kDa 0 ) 2 3 1 0 121 107 14 15 164 171 29 15 39 33 36 48
59 [ Immunoglobulin alpha-2 heavy chain OS=Homo sapiens OX=9606 PE=1 SV=2 1GA2_HUMAN 1GA2 49 kDa 3 3 18 23 12 6 80 80 21 27 81 79 50 50 36 33 83 77
60 Keratin, type | cytoskeletal 10 0S=Homo sapiens OX=9606 GN=KRT10 PE=1 SV=6 K1C10_HUMAN K1C10 59 kDa 90 52 97 39 70 38 22 27 46 32 B 2 62 83 23 20 15 95
61 Thromb 1 0S=Homo sapiens OX=9606 GN=THBS1 PE=1 SV= TSP1_HUMAN TSP1 129 kDa 0 ) 0 0 3 B 0 0 0 0 0 0 0 3 199 196 166 261
62| Complement component C9 OS=Homo sapiens OX=9606 GN=C9 PE=1 SV=2 CO9_HUMAN co9 63 kDa 8 3 29 29 28 26 56 53 31 40 84 110 60 53 46 58 48 66
63 [ Cab-binding protein alpha chain OS=Homo sapiens OX=0606 GN=C4BPA PE=1 SV=2 C4BPA_HUMAN C4BPA 67 kDa 0 ) 0 0 3 B 17 17 0 0 3 B 69 86 191 184 68 166
64 Complement C1s subcomponent OS=Homo sapiens OX=0606 GN=CLS PE=1 SV=1 €15 HUMAN c1s 77 kDa 0 ) 0 0 22 14 31 40 1 2 37 37 58 52 128 113 126 155
65 [ Retinol-binding protein 4 0S=Homo sapiens OX=0606 GN=RBP4 PE=1 SV=3 RET4_HUMAN RET4 23 kDa 11 16 10 15 8 4 172 180 14 15 117 103 55 49 9 11 17 23
66 [ Immunoglobulin lambda-1 light chain OS=Homo sapiens OX=9606 PE=1 S IGL1_HUMAN 1GL1 23 kDa 7 8 27 29 15 12 81 92 28 29 95 90 54 45 29 27 93 83
67| Haptoglobin-related protein OS=Homo sapiens OX=9606 GN=HPR PE=2 SV= HPTR_HUMAN HPTR 39 kDa 0 ) 0 0 13 8 38 43 46 0 53 50 55 59 60 71 43 46
68 [ Serum paraoxonase/arylesterase 1 0S=Homo sapiens OX=9606 GN=PON1 PE=1 SV=3 PON1_HUMAN PON1 40 kDa 0 ) 6 7 7 6 89 98 9 13 110 116 38 39 38 41 69 63
69 [ Apolipoprotein A-ll 0S=Homo sapiens OX=9606 GN=APOA2 PE=1 SV=1 APOA2_HUMAN APOA2 11kDa 39 39 46 51 24 24 76 70 48 46 55 56 31 44 34 32 32 38
70 Beta-2-glycoprotein 1 0S=Homo sapiens OX=9606 GN=APOH PE=1 SV=3 APOH_HUMAN APOH 38 kDa 11 11 33 57 18 12 66 70 51 54 57 71 36 42 30 28 40 41
71 Beta-crystallin B2 0S=Homo sapiens OX=0606 GN=CRYBB2 PE=1 SV=2 CRBB2_HUMAN CRBB2 23 kDa 0 ) 319 391 1 B 0 0 1 4 0 0 0 0 2 0 0 0
72| Afamin OS=Homo sapiens OX=9606 GN=AFM PE=1 SV=1 AFAM_HUMAN AFAM 69 kDa 28 27 15 17 20 12 70 72 31 29 61 72 23 19 10 12 19 22
73| Alpha-1-acid glycoprotein 1 OS=Homo sapiens OX=0606 GN=ORM1 PE=1 SV=1 A1AG1_HUMAN ALAGL 24 kDa 61 56 41 43 17 16 41 44 53 61 40 41 35 31 34 32 30 35
74 Alpha-2-antiplasmin OS=Homo sapiens OX=9606 GN=SERPINF2 PE=1 SV=3 A2AP_HUMAN A2AP 55 kDa 8 9 17 17 19 8 71 79 30 27 84 78 52 45 22 18 30 29
75 [ Retinol-binding protein 3 0S=Homo sapiens OX=0606 GN=RBP3 PE=1 SV=2 RET3_HUMAN RET3 135 kDa 0 ) 8 8 0 0 136 117 18 21 176 196 0 0 0 0 0 0
76 | Heparin cofactor 2 0S=Homo sapiens OX=0606 GN=SERPIND1 PE=1 SV=: HEP2_HUMAN HEP2 57 kDa 8 10 9 9 22 17 67 69 19 18 62 60 39 30 24 25 29 26




77 | Actin, cytoplasmic 1 0S=Homo sapiens OX=9606 GN=ACTB PE=1 SV=1 ACTB_HUMAN ACTB 42 kDa 20 11 29 29 13 11 43 47 7 6 29 27 42 41 51 46 74 69

78 | Gamma-crystallin S 0S=Homo sapiens 0X=9606 GN=CRYGS PE=1 SV=4 CRYGS_HUMAN CRYGS 21kDa 0 0 270 307 3 2 1 1 2 2 0 0 0 0 0 0 0 0

79 | Angiotensinogen OS=Homo sapiens OX=9606 GN=AGT PE=1 SV=1 ANGT_HUMAN ANGT 53 kDa 16 15 22 23 24 27 71 60 36 42 70 76 31 29 29 22 39 42

80| Vitamin K- protein S OS=Homo sapiens OX=9606 GN=PROS1 PE=1 SV=1 PROS_HUMAN PROS 75 kDa 0 0 1 1 11 9 31 35 6 5 19 26 52 50 95 82 80 85

81 | Coagulation factor IX OS=Homo sapiens OX=9606 GN=F9 PE=1 SV=2 FA9_HUMAN FA9 52 kDa 0 0 0 0 3 1 19 22 0 0 26 29 75 69 76 95 76 80

82 | Keratin, type | cytoskeletal 9 0S=Homo sapiens OX=9606 GN=KRT9 PE=1 SV=3 K1C9_HUMAN K1cs 62 kDa 65 43 37 18 21 25 23 26 23 26 1 1 42 61 15 9 5 47

83 | Histidine-rich glycoprotein 0S=Homo sapiens 0X=9606 GN=HRG PE=1 SV=1 HRG_HUMAN HRG 60 kDa 6 7 34 46 10 8 46 47 40 49 46 53 22 21 16 19 16 20

84 | N-acetylmuramoyl-L-alanine amidase OS=Homo sapiens OX=9606 GN=PGLYRP2 PE=1 SV=1 PGRP2_HUMAN PGRP2 62 kDa 1 3 13 15 2 0 88 81 19 21 88 105 15 15 11 8 14 22

85 | Apolipoprotein D 0S=Homo sapiens OX=9606 GN=APOD PE=1 SV=1 APOD_HUMAN APOD 21kDa 8 10 1 18 42 28 43 48 3 1 38 37 37 28 12 12 22 20

86 | Coagulation factor X 0S=Homo sapiens 0X=9606 GN=F10 PE=1 SV=2 FA10_HUMAN FA10 55 kDa 2 0 1 0 4 4 14 16 0 0 18 16 93 75 62 62 64 63

87 | Complement C1r subcomponent OS=Homo sapiens 0X=9606 GN=C1R PE=1 SV=2 C1R_HUMAN CiR 80 kDa 0 0 0 0 13 8 34 33 0 1 35 37 26 26 60 56 61 60

88 | Alpha-1-acid glycoprotein 2 0S=Homo sapiens 0X=9606 GN=ORM2 PE=1 SV=2 A1AG2_HUMAN A1AG2 24 kDa 42 40 25 34 18 14 33 37 33 35 28 28 25 23 22 22 19 22

89 | Keratin, type Il cytoskeletal 2 epidermal 0S=Homo sapiens 0X=9606 GN=KRT2 PE=1 SV=2 K22E HUMAN K22E 65 kDa 66 39 50 16 62 15 11 12 29 16 4 2 37 46 10 9 6 46

90 | Beta-crystallin A3 0S=Homo sapiens 0X=9606 GN=CRYBA1 PE=1 SV=4 CRBA1_HUMAN CRBA1 25 kDa 0 0 206 251 0 0 0 0 1 1 0 0 0 0 0 0 0 0

91 | Cathepsin D 0S=Homo sapiens 0X=9606 GN=CTSD PE=1 SV=1 CATD_HUMAN CATD 45 kDa 1 4 2 7 14 9 94 95 4 7 97 88 0 0 0 0 0 0

92 |von Willebrand factor 0S=Homo sapiens OX=9606 GN=VWF PE=1 SV=4 VWF_HUMAN VWF 309 kDa 0 0 0 0 0 0 0 0 0 0 0 0 29 26 97 90 55 132

93 | Pregnancy zone protein OS=Homo sapiens OX=9606 GN=PZP PE=1 SV=4 PZP_HUMAN PzP 164 kDa 0 0 14 10 0 0 0 0 0 0 0 15 0 18 59 58 41 97

94 | Complement component C6 0S=Homo sapiens 0X=9606 GN=C6 PE=1 SV=3 CO6_HUMAN €06 105 kDa 0 0 6 8 0 0 35 32 15 19 66 92 16 14 16 12 14 24

95 | Prostaglandin-H2 D-isomerase OS=Homo sapiens 0X=9606 GN=PTGDS PE=1 SV=1 PTGDS_HUMAN PTGDS 21kDa 10 11 11 9 11 6 48 55 8 6 47 42 0 2 0 0 0 0

96 | Zinc-alpha-2-glycoprotein 0S=Homo sapiens 0X=9606 GN=AZGP1 PE=1 SV=2 ZA2G_HUMAN ZA2G 34 kDa 34 31 18 22 13 9 29 23 24 24 17 22 18 14 9 10 17 16

97 | Plasma kallikrein 0S=Homo sapiens 0X=9606 GN=KLKB1 PE=1 SV=1 KLKB1_HUMAN KLKB1 71kDa 0 0 0 2 0 0 66 60 3 2 50 55 11 14 10 8 11 20

98 | Leucine-rich alpha-2-glycoprotein 0S=Homo sapiens 0X=9606 GN=LRG1 PE=1 SV=2 A2GL_HUMAN A2GL 38 kDa 13 15 14 17 10 4 23 24 22 25 28 38 11 8 7 6 10 13

99 | Kallistatin 0S=Homo sapiens 0X=9606 GN=SERPINA4 PE=1 SV=3 KAIN_HUMAN KAIN 49 kDa 1 1 5 7 14 12 45 48 15 14 47 46 11 8 5 3 14 13
100 | Vitamin K protein C OS=Homo sapiens OX=9606 GN=PROC PE=1 SV=1 PROC_HUMAN PROC 52 kDa 0 0 0 0 2 0 14 15 0 0 21 24 44 37 36 34 39 38
101 | Vitamin K protein Z0S=Homo sapiens OX=9606 GN=PROZ PE=1 SV=2 PROZ_HUMAN PROZ 45 kDa 0 0 0 0 1 1 20 24 0 0 22 19 52 53 20 22 43 38
102 [ Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens OX=9606 GN=GAPDH PE=1 SV=3 G3P_HUMAN G3P 36 kDa 0 0 69 73 3 0 32 39 0 0 30 29 9 8 0 1 5 4
103 [ Beta-crystallin A4 OS=Homo sapiens OX=9606 GN=CRYBA4 PE=1 SV=3 CRBA4_HUMAN CRBA4 22 kDa 0 0 139 170 0 0 0 0 0 0 0 0 0 0 0 0 0 0
104 [Talin-1 OS=Homo sapiens OX=9606 GN=TLN1 PE=1 SV=3 TLN1_HUMAN TLN1 270 kDa 0 0 0 0 0 0 0 0 0 0 0 0 15 16 56 52 54 107
105 | Cartilage oligomeric matrix protein OS=Homo sapiens OX=9606 GN=COMP PE=1 SV=2 COMP_HUMAN COMP 83 kDa 0 0 0 0 0 0 1 2 0 0 3 3 3 4 61 57 77 94
106 [Phospholipid transfer protein OS=Homo sapiens OX=9606 GN=PLTP PE=1 SV=1 PLTP_HUMAN PLTP 55 kDa 0 0 4 4 3 3 52 65 8 7 60 62 5 5 4 2 5 9
107 [ Gamma-crystallin C 0S=Homo sapiens OX=9606 GN=CRYGC PE=1 SV=2 CRGC_HUMAN CRGC 21kDa 0 0 120 141 0 0 0 0 0 0 0 0 0 0 0 0 0 0
108 | Hemoglobin subunit beta 0S=Homo sapiens OX=9606 GN=HBB PE=1 SV=2 HBB_HUMAN HBB 16 kDa 2 0 0 0 20 17 10 12 1 1 0 1 36 40 36 37 41 37
109 [ Corticosteroid-binding globulin OS=Homo sapiens OX=9606 GN=SERPINA6 PE=1 SV=1 CBG_HUMAN CBG 45 kDa 9 10 13 11 2 0 27 26 14 16 30 27 7 5 4 6 10 9
110 [ Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens OX=9606 GN=TGFBI PE=1 SV=1 BGH3_HUMAN BGH3 75 kDa 0 0 10 15 7 4 48 49 0 1 48 52 1 0 3 0 2 5
111 [Gamma-crystallin D OS=Homo sapiens OX=9606 GN=CRYGD PE=1 SV=3 CRGD_HUMAN CRGD 21kDa 0 0 123 128 0 0 0 0 1 1 0 0 0 0 0 0 0 0
112 [Complement component C7 OS=Homo sapiens OX=9606 GN=C7 PE=1 SV=2 CO7_HUMAN co7 94 kDa 0 0 2 2 3 1 27 32 4 6 40 86 7 3 5 6 10 22
113 [Insulin-like growth factor-binding protein complex acid labile subunit OS=Homo sapiens OX=9606 GN=IGFALS PE=1 _[ALS HUMAN ALS 66 kDa 0 0 0 3 0 0 41 40 3 5 49 62 13 11 8 2 14 10
114 [Keratin, type Il cytoskeletal 6C OS=Homo sapiens OX=9606 GN=KRT6C PE=1 SV=3 K2C6C_HUMAN K2C6C 60 kDa 52 16 14 12 20 10 0 14 7 6 3 1 17 13 0 0 0 15
115 [ Complement factor | 0S=Homo sapiens OX=9606 GN=CFI PE=1 SV=2 CFAI_HUMAN CFAI 66 kDa 0 1 8 16 13 9 34 36 17 16 20 18 10 9 7 9 8 12
116 [ Retinal dehydrogenase 1 OS=Homo sapiens OX=9606 GN=ALDH1A1 PE=1 SV=2 AL1A1_HUMAN AL1A1 55 kDa 0 0 112 136 0 0 0 0 0 0 0 0 0 0 0 0 0 0
117 [Keratin, type Il cytoskeletal 5 0S=Homo sapiens OX=9606 GN=KRT5 PE=1 SV=3 K2C5_HUMAN K2C5 62 kDa 43 19 14 7 21 8 4 0 8 8 0 0 13 18 0 0 0 19
118 | Alpha-enolase OS=Homo sapiens OX=9606 GN=ENO1 PE=1 SV=2 ENOA_HUMAN ENOA 47 kDa 1 0 72 95 7 6 11 14 0 0 8 11 0 1 1 1 1 1
119 | Cartilage acidic protein 1 OS=Homo sapiens OX=9606 GN=CRTAC1 PE=1 SV=2 CRAC1_HUMAN CRAC1 71kDa 0 0 15 15 3 2 49 40 27 29 28 28 0 2 1 0 1 1
120 |Endoplasmin OS=Homo sapiens OX=9606 GN=HSP90B1 PE=1 SV=1 ENPL_HUMAN ENPL 92 kDa 0 0 0 1 1 1 5 5 0 0 15 15 31 25 21 21 33 39
121 [Band 3 anion transport protein OS=Homo sapiens OX=9606 GN=SLC4A1 PE=1 SV=3 B3AT_ HUMAN B3AT 102 kDa 0 0 0 0 0 0 0 0 0 0 0 0 24 18 60 49 34 47
122 [ Multimerin-1 OS=Homo sapiens OX=9606 GN=MMRN1 PE=1 SV=3 MMRN1_HUMAN MMRN1 138 kDa 0 0 1 0 0 0 0 0 0 0 0 0 8 9 44 46 36 56
123 [Keratin, type | cytoskeletal 14 OS=Homo sapiens OX=9606 GN=KRT14 PE=1 SV=4 K1C14_HUMAN K1Ci4 52 kDa 36 18 13 10 15 6 3 7 5 3 0 0 15 16 0 0 0 0
124 | Dickkopf-related protein 3 OS=Homo sapiens OX=9606 GN=DKK3 PE=1 SV=2 DKK3_HUMAN DKK3 38 kDa 0 2 3 4 20 13 41 44 8 5 33 39 0 1 0 0 1 0
125 [ Serum amyloid A-4 protein OS=Homo sapiens OX=9606 GN=SAA4 PE=1 SV=2 SAA4_ HUMAN SAA4 15 kDa 1 0 4 6 1 0 43 44 6 7 31 32 7 6 4 4 6 4
126 [ Complement component C8 beta chain OS=Homo sapiens OX=9606 GN=C8B PE=1 SV=3 CO8B_HUMAN Co8B 67 kDa 0 0 5 3 0 1 17 18 10 11 22 44 10 9 10 13 16 21
127 [Keratin, type | cytoskeletal 16 OS=Homo sapiens OX=9606 GN=KRT16 PE=1 SV=4 K1C16_HUMAN K1C16 51 kDa 36 17 9 12 11 5 0 10 0 0 0 0 12 10 0 0 0 10
128|CD5 antigen-like 0S=Homo sapiens OX=9606 GN=CD5L PE=1 SV=1 CD5L_HUMAN CD5L 38 kDa 0 0 0 0 0 0 15 14 0 0 5 3 25 20 13 15 22 26
129 | Apolipoprotein L1 OS=Homo sapiens OX=9606 GN=APOL1 PE=1 SV=5 APOL1_HUMAN APOL1 44 kDa 0 0 0 0 0 0 31 32 1 0 18 15 16 15 11 13 15 20
130 [ Pyruvate kinase PKM OS=Homo sapiens OX=9606 GN=PKM PE=1 SV=4 KPYM_HUMAN KPYM 58 kDa 0 0 33 34 1 1 29 25 0 0 26 34 0 0 1 0 5 10
131 [Hemoglobin subunit alpha 0S=Homo sapiens OX=9606 GN=HBA1 PE=1 SV=2 HBA_HUMAN HBA 15 kDa 0 0 0 0 3 3 3 4 1 1 0 0 28 27 24 23 30 26
132 [Immunoglobulin kappa variable 3-20 0S=Homo sapiens OX=9606 GN=IGKV3-20 PE=1 SV=2 KV320_HUMAN Kv320 13 kDa 2 3 8 7 4 2 30 31 8 7 18 23 10 9 7 7 13 11
133 [Melanocyte protein PMEL OS=Homo sapiens OX=9606 GN=PMEL PE=1 SV=2 PMEL_HUMAN PMEL 70 kDa 0 0 0 0 0 0 24 22 0 0 54 62 0 1 0 0 2 2
134 | EGF-containing fibulin-like extracellular matrix protein 1 OS=Homo sapiens OX=9606 GN=EFEMP1 PE=1 SV=2 FBLN3_HUMAN FBLN3 55 kDa 0 0 3 3 49 34 12 17 2 6 16 21 0 0 0 0 3 3
135 [Heat shock protein HSP 90-alpha OS=Homo sapiens OX=9606 GN=HSP90AA1 PE=1 SV=5 HS90A_HUMAN HS90A 85 kDa 2 2 8 8 4 3 8 8 3 3 18 20 10 8 13 10 10 9
136 [ Complement component C8 gamma chain OS=Homo sapiens OX=9606 GN=C8G PE=1 SV=3 CO8G_HUMAN C08G 22 kDa 0 0 4 3 3 1 29 34 9 9 29 33 4 0 3 4 6 5
137 [Integrin alpha-llb OS=Homo sapiens OX=9606 GN=ITGA2B PE=1 SV=3 ITA2B_HUMAN ITA2B 113 kDa 0 0 0 0 0 0 0 0 0 0 0 0 14 17 41 38 33 38
138 | Carboxypeptidase N subunit 2 0S=Homo sapiens OX=9606 GN=CPN2 PE=1 SV=3 CPN2_HUMAN CPN2 61 kDa 0 0 0 1 0 0 17 16 1 0 7 9 28 25 16 19 14 7
139 Chitinase-3-like protein 1 OS=Homo sapiens OX=9606 GN=CHI3L1 PE=1 SV=2 CH3L1 HUMAN CH3L1 43 kDa 1 2 6 3 11 7 31 29 7 7 32 24 0 0 0 0 0 0
140 [ Neural cell adhesion molecule 1 OS=Homo sapiens OX=9606 GN=NCAM1 PE=1 SV=3 NCAM1_HUMAN NCAM1 95 kDa 0 0 0 0 0 0 6 9 0 0 8 14 23 26 20 16 19 20
141 |Protein protease inhibitor 0S=Homo sapiens OX=9606 GN=SERPINA10 PE=1 SV=1 ZPI_HUMAN zpl 51 kDa 0 0 0 0 0 0 10 13 0 0 10 9 43 39 5 8 11 12
142 | Opticin OS=Homo sapiens OX=9606 GN=OPTC PE=1 SV=1 OPT_HUMAN OPT 37 kDa 0 0 9 13 30 20 5 5 4 10 24 25 0 0 0 0 0 0
143 | Monocyte differentiation antigen CD14 OS=Homo sapiens OX=9606 GN=CD14 PE=1 SV=2 CD14_HUMAN CD14 40 kDa 1 3 1 4 12 8 29 31 6 7 23 26 1 2 1 0 2 0
144 [ Complement C2 OS=Homo sapiens OX=9606 GN=C2 PE=1 SV=2 C02_HUMAN €02 83 kDa 0 0 2 7 3 1 19 20 10 13 22 26 5 6 2 1 5 8
145 [ Lipopolysaccharide-binding protein OS=Homo sapiens OX=9606 GN=LBP PE=1 SV=3 LBP_HUMAN LBP. 53 kDa 0 0 1 1 3 2 13 13 1 1 13 21 13 11 13 15 14 19
146 [Immunoglobulin heavy variable 4-34 0S=Homo sapiens OX=9606 GN=IGHV4-34 PE=1 SV=2 HV434 HUMAN (+5) [HV434 (+5) 14 kDa 0 0 5 5 1 0 13 12 5 7 21 24 9 7 7 6 20 20
147|14-3-3 protein zeta/delta 0S=Homo sapiens 0X=9606 GN=YWHAZ PE=1 SV=1 1433Z HUMAN 14332 28 kDa 0 0 11 16 0 0 10 9 0 0 8 9 15 14 15 15 14 18
148 | Thyroxine-binding globulin 0S=Homo sapiens OX=9606 GN=SERPINA7 PE=1 SV=2 THBG_HUMAN THBG 46 kDa 11 9 6 10 1 1 13 17 12 10 8 6 9 7 2 3 5 5
149 | Glutathione peroxidase 3 OS=Homo sapiens OX=9606 GN=GPX3 PE=1 SV=2 GPX3_HUMAN GPX3 26 kDa 2 2 2 2 7 0 27 26 7 7 27 30 0 0 0 0 0 0
150 [ Immunoglobulin heavy variable 3-7 0S=Homo sapiens OX=9606 GN=IGHV3-7 PE=1 SV=2 HV307_HUMAN HV307 13 kDa 0 0 5 4 3 1 14 13 5 6 11 9 9 13 7 6 10 11
151 | Alpha-actinin-1 OS=Homo sapiens OX=9606 GN=ACTN1 PE=1 SV=2 ACTN1_HUMAN ACTN1 103 kDa 0 0 1 1 0 0 0 0 0 0 1 2 8 12 30 25 28 35
152 | SPARC OS=Homo sapiens OX=9606 GN=SPARC PE=1 SV=1 SPRC_HUMAN SPRC 35 kDa 0 0 0 0 4 0 0 0 0 0 0 0 32 30 17 16 17 21
153 [ Platelet glycoprotein Ib alpha chain OS=Homo sapiens OX=9606 GN=GP1BA PE=1 SV=2 GP1BA_HUMAN GP1BA 72 kDa 0 0 0 0 0 1 0 0 0 0 5 7 11 20 30 20 22 26
154 [ Filamin-A OS=Homo sapiens OX=9606 GN=FLNA PE=1 SV=4 FLNA_HUMAN FLNA 281 kDa 0 0 0 4 0 0 0 0 0 0 0 0 7 9 36 28 10 40
155 [ Immunoglobulin kappa variable 4-1 OS=Homo sapiens OX=9606 GN=IGKV4-1 PE=1 SV=1 KVv401_HUMAN Kv401 13 kDa 2 2 3 2 2 2 12 12 7 6 9 11 10 10 6 5 13 10
156 [ Mannan-binding lectin serine protease 1 0S=Homo sapiens OX=9606 GN=MASP1 PE=1 SV=3 MASP1_HUMAN MASP1 79 kDa 0 0 0 0 0 0 0 4 0 0 0 0 8 9 27 23 26 30
157 | Integrin beta-3 OS=Homo sapiens OX=9606 GN=ITGB3 PE=1 SV=2 ITB3_HUMAN ITB3 87 kDa 0 0 0 0 0 0 0 0 0 0 0 0 5 7 30 29 27 34




158 | Osteopontin OS=Homo sapiens OX=9606 GN=SPP1 PE=1 SV=1 OSTP_HUMAN OSTP. 35 kDa 1 0 0 0 8 4 34 35 1 0 25 25 0 0 0 0 0 0
159 | Apolipoprotein C-1 0S=Homo sapiens OX=9606 GN=APOC1 PE=1 SV=1 APOC1_HUMAN APOC1 9 kDa 1 1 4 4 2 1 15 18 8 5 8 7 18 15 8 12 6 4
160 [Heat shock protein HSP 90-beta OS=Homo sapiens OX=9606 GN=HSP90AB1 PE=1 SV=4 HS90B_HUMAN HS90B 83 kDa 0 0 7 8 0 0 0 0 0 0 12 11 11 9 12 0 0 10
161 [Immunoglobulin heavy variable 3-30 0S=Homo sapiens OX=9606 GN=IGHV3-30 PE=1 SV=2 HV330_HUMAN (+1) [HV330 (+1) 13 kDa 0 0 2 1 1 0 10 8 4 3 12 7 6 5 7 7 5 8
162 | Carboxypeptidase B2 OS=Homo sapiens OX=9606 GN=CPB2 PE=1 SV=2 CBPB2_HUMAN CBPB2 48 kDa 0 0 0 0 1 0 18 18 0 0 25 25 0 0 1 0 0 1
163 | Serum amyloid P-component OS=Homo sapiens OX=9606 GN=APCS PE=1 SV=2 SAMP_HUMAN SAMP 25 kDa 0 0 0 0 0 0 13 14 0 0 5 7 14 15 14 14 13 12
164 | Coagulation factor XIl OS=Homo sapiens OX=9606 GN=F12 PE=1 SV=3 FA12 HUMAN FA12 68 kDa 0 0 7 10 1 2 9 9 14 14 13 17 3 2 5 3 6 8
165 [ Complement factor H-related protein 1 OS=Homo sapiens OX=9606 GN=CFHR1 PE=1 SV=2 FHR1_HUMAN FHR1 38 kDa 0 0 1 2 0 0 19 21 2 2 9 14 10 8 6 4 9 11
166 [ Thrombospondin-4 OS=Homo sapiens OX=9606 GN=THBS4 PE=1 SV=2 TSP4_HUMAN TSP4 106 kDa 0 0 0 0 0 0 0 0 0 0 0 2 3 4 25 21 30 38
167 [ Tubulin alpha-1A chain OS=Homo sapiens OX=9606 GN=TUBA1A PE=1 SV=1 TBA1A_HUMAN TBA1A 50 kDa 2 2 13 17 1 0 8 8 0 1 18 18 17 8 2 0 2 0
168 [ Fructose-bisphosphate aldolase A OS=Homo sapiens OX=9606 GN=ALDOA PE=1 SV=2 ALDOA_HUMAN ALDOA 39 kDa 0 0 34 45 0 0 1 3 0 0 5 3 1 1 1 0 2 3
169 [Keratin, type Il cytoskeletal 2 oral OS=Homo sapiens OX=9606 GN=KRT76 PE=1 SV=2 K220_HUMAN K220 66 kDa 0 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
170 | Calreticulin OS=Homo sapiens OX=9606 GN=CALR PE=1 SV=1 CALR_HUMAN CALR 48 kDa 0 0 0 0 1 1 11 17 0 0 14 16 11 10 7 7 11 12
171 | Gamma-crystallin B 0S=Homo sapiens OX=9606 GN=CRYGB PE=1 SV=3 CRGB_HUMAN CRGB 21kDa 0 0 53 55 0 0 0 0 0 0 0 0 0 0 0 0 0 0
172 [Keratin, type Il cytoskeletal 1b OS=Homo sapiens OX=9606 GN=KRT77 PE=2 SV=3 K2C1B_HUMAN K2C1B 62 kDa 12 6 5 4 11 6 6 4 5 2 3 2 7 11 4 4 4 9
173 [Fibulin-1 OS=Homo sapiens OX=9606 GN=FBLN1 PE=1 SV=4 FBLN1_HUMAN FBLN1 77 kDa 0 0 0 0 26 9 3 3 0 0 8 12 2 1 15 4 15 15
174 |Vimentin OS=Homo sapiens 0X=9606 GN=VIM PE=1 SV=4 VIME_HUMAN VIME 54 kDa 0 0 0 1 1 0 0 0 0 0 45 39 0 0 0 0 0 0
175 | Glutathione synthetase OS=Homo sapiens OX=9606 GN=GSS PE=1 SV=1 GSHB_HUMAN GSHB 52 kDa 0 0 45 59 0 0 0 0 0 0 0 0 0 0 0 0 0 0
176 [ SPARC-like protein 1 0S=Homo sapiens OX=9606 GN=SPARCL1 PE=1 SV=2 SPRL1_HUMAN SPRL1 75 kDa 0 0 0 0 2 5 1 2 1 0 4 7 16 13 18 13 10 15
177 |Syntenin-1 OS=Homo sapiens OX=9606 GN=SDCBP PE=1 SV=1 SDCB1_HUMAN SDCB1 32 kDa 0 0 0 0 0 0 32 38 0 0 17 18 0 0 0 0 0 0
178 | Apolipoprotein C-lll 0S=Homo sapiens OX=9606 GN=APOC3 PE=1 SV=1 APOC3_HUMAN APOC3 11 kDa 2 3 3 2 1 1 1 2 0 0 1 1 15 17 13 13 9 8
179 [ Keratin, type | cytoskeletal 17 OS=Homo sapiens OX=9606 GN=KRT17 PE=1 SV=2 K1C17_HUMAN K1C17 48 kDa 11 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
180 | C-reactive protein OS=Homo sapiens OX=9606 GN=CRP PE=1 SV=1 CRP_HUMAN CRP 25 kDa 0 0 3 2 0 0 1 0 3 3 0 0 6 4 32 33 2 3
181 [Nidogen-1 OS=Homo sapiens OX=9606 GN=NID1 PE=1 SV=3 NID1_HUMAN NID1 136 kDa 0 0 0 0 0 0 0 0 0 0 0 0 12 13 25 11 13 21
182 [Immunoglobulin kappa variable 2-29 0S=Homo sapiens OX=9606 GN=IGKV2-29 PE=3 SV=2 KV229 HUMAN (+1) [KV229 (+1) 13 kDa 2 0 2 3 3 2 10 9 4 5 5 5 9 7 3 2 7 8
183 [ L-lactate dehydrogenase A chain OS=Homo sapiens OX=9606 GN=LDHA PE=1 SV=2 LDHA_HUMAN LDHA 37 kDa 2 1 27 27 2 0 11 9 0 0 11 8 1 1 0 0 1 1
184 | Ectonucleotide pyrophosphatase/phosphodiesterase family member 2 0S=Homo sapiens OX=9606 GN=ENPP2 PE=1 |ENPP2_HUMAN ENPP2 99 kDa 0 0 1 4 0 0 15 13 1 5 17 20 0 0 0 0 0 0
185 [ Complement C1r subcomponent-like protein OS=Homo sapiens OX=9606 GN=C1RL PE=1 SV=2 C1RL_HUMAN C1RL 53 kDa 0 0 0 1 0 0 11 12 1 0 15 16 4 6 7 0 0 6
186 [ Phosphatidylinositol-glycan-specific phospholipase D OS=Homo sapiens OX=9606 GN=GPLD1 PE=1 SV=3 PHLD_HUMAN PHLD 92 kDa 0 0 0 0 0 0 17 22 0 0 10 11 8 10 6 5 3 4
187 [Tubulin alpha-4A chain OS=Homo sapiens OX=9606 GN=TUBA4A PE=1 SV=1 TBA4A_HUMAN TBA4A 50 kDa 0 0 0 0 0 0 0 0 0 0 0 0 26 15 0 0 0 0
188 [ Complement component C8 alpha chain OS=Homo sapiens OX=9606 GN=C8A PE=1 SV=2 CO8A_HUMAN CO8A 65 kDa 0 0 3 2 1 1 7 8 3 3 8 25 3 3 5 5 5 8
189 [ Immunoglobulin lambda variable 3-10 OS=Homo sapiens OX=9606 GN=IGLV3-10 PE=3 SV=2 LV310_HUMAN Lv310 12 kDa 0 0 6 6 2 0 9 7 6 6 6 5 5 7 4 5 10 8
190 [Phosphoglycerate kinase 1 OS=Homo sapiens OX=9606 GN=PGK1 PE=1 SV=3 PGK1_HUMAN PGK1 45 kDa 0 0 22 34 0 0 6 9 0 0 6 5 0 0 0 0 0 0
191 [Immunoglobulin heavy variable 3-43D OS=Homo sapiens OX=9606 GN=IGHV3-43D PE=3 SV=1 HV43D_HUMAN HV43D 13 kDa 0 0 2 1 0 0 12 12 4 4 11 7 6 10 5 4 8 9
192 [Immunoglobulin heavy variable 4-4 OS=Homo sapiens OX=9606 GN=IGHV4-4 PE=3 SV=2 HV404_HUMAN HV404 13 kDa 0 0 2 2 0 0 9 6 3 2 13 16 4 2 3 2 11 10
193 [Keratin, type ll cuticular Hb6 OS=Homo sapiens OX=9606 GN=KRT86 PE=1 SV=1 KRT86_HUMAN KRT86 53 kDa 0 1 0 19 0 0 0 0 0 0 0 0 0 0 0 0 0 0
194 [Immunoglobulin lambda variable 1-51 OS=Homo sapiens OX=9606 GN=IGLV1-51 PE=1 SV=2 LV151_HUMAN Lv151 12 kDa 0 0 3 3 0 0 13 7 3 5 8 5 8 4 2 1 8 5
195 [Sex hormone-binding globulin 0S=Homo sapiens 0X=9606 GN=SHBG PE=1 SV=2 SHBG_HUMAN SHBG 44 kDa 0 0 0 0 0 0 12 14 1 0 29 27 0 0 0 0 6 3
196 | Vinculin OS=Homo sapiens OX=9606 GN=VCL PE=1 SV=4 VINC_ HUMAN VINC 124 kDa 0 0 0 0 0 0 0 0 0 0 0 0 2 4 17 8 24 30
197 | Beta-Ala-His dipeptidase OS=Homo sapiens OX=9606 GN=CNDP1 PE=1 SV=4 CNDP1_HUMAN CNDP1 57 kDa 0 0 0 0 0 0 19 26 0 0 21 21 0 0 0 0 1 1
198 | Glial fibrillary acidic protein 0S=Homo sapiens OX=9606 GN=GFAP PE=1 SV=1 GFAP_HUMAN GFAP 50 kDa 0 0 0 0 0 0 0 0 0 0 17 16 0 0 0 0 0 0
199 | Complement C1g subcomponent subunit B OS=Homo sapiens OX=9606 GN=C1QB PE=1 SV=3 C1QB_HUMAN CciaB 27 kDa 0 0 0 0 0 0 11 14 0 0 9 7 4 3 1 2 6 4
200 | Immunoglobulin heavy variable 5-51 OS=Homo sapiens OX=9606 GN=IGHV5-51 PE=3 SV=1 HV551_HUMAN HV551 13 kDa 0 0 3 2 0 0 9 8 4 2 9 13 6 5 5 6 10 9
201 C4b-binding protein beta chain 0S=Homo sapiens 0X=9606 GN=C4BPB PE=1 SV=1 C4BPB_HUMAN C4BPB 28 kDa 0 0 0 0 0 0 1 0 0 0 0 0 16 11 16 18 13 11
202 | Immunoglobulin kappa variable 1-39 OS=Homo sapiens OX=9606 GN=IGKV1-39 PE=1 SV=2 KV139 HUMAN (+1) [KV139 (+1) 13 kDa 0 0 4 3 0 0 9 13 5 5 10 9 4 3 1 2 13 8
203 | Tenascin OS=Homo sapiens OX=9606 GN=TNC PE=1 SV=3 TENA_HUMAN TENA 241 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 21 13 2 41
204 | Immunoglobulin kappa variable 3-15 OS=Homo sapiens OX=9606 GN=IGKV3-15 PE=1 SV=2 KVv315_HUMAN Kv315 12 kDa 0 0 3 3 1 2 9 9 4 3 6 8 8 6 4 5 7 6
205 | Plasma serine protease inhibitor 0S=Homo sapiens 0X=9606 GN=SERPINAS5 PE=1 SV=3 IPSP_HUMAN PSP 46 kDa 0 0 1 3 1 0 5 7 2 5 6 6 17 19 2 2 4 4
206 | Keratin, type Il cuticular Hb5 OS=Homo sapiens 0X=9606 GN=KRT85 PE=1 SV=1 KRT85_HUMAN KRT85 56 kDa 0 0 0 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0
207 Calsyntenin-1 OS=Homo sapiens 0X=9606 GN=CLSTN1 PE=1 SV=1 CSTN1_HUMAN CSTN1 110 kDa 0 0 2 1 22 21 3 2 3 2 3 8 1 1 0 0 0 0
208 | Immunoglobulin lambda variable 3-21 OS=Homo sapiens OX=9606 GN=IGLV3-21 PE=1 SV=2 Lv321_HUMAN Lv321 12 kDa 0 0 3 3 1 0 11 8 4 4 8 7 6 3 6 3 7 9
209 | Brain acid soluble protein 1 0S=Homo sapiens 0X=9606 GN=BASP1 PE=1 SV=2 BASP1_HUMAN BASP1 23 kDa 0 0 32 39 0 0 0 0 0 0 1 1 0 0 0 0 0 0
210 Apolipoprotein M OS=Homo sapiens 0X=9606 GN=APOM PE=1 SV=2 APOM_HUMAN APOM 21kDa 0 0 0 0 0 0 5 7 0 0 2 2 5 4 1 3 1 2
211]14-3-3 protein epsilon 0S=Homo sapiens 0X=9606 GN=YWHAE PE=1 SV=1 1433E_HUMAN 1433E 29 kDa 0 0 7 11 0 0 2 4 0 0 6 6 6 4 4 5 7 4
212 Latent-transforming growth factor beta-binding protein 1 0S=Homo sapiens OX=9606 GN=LTBP1 PE=1 SV=4 LTBP1_HUMAN LTBP1 187 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 1 20 13 8 26
213 |CD44 antigen OS=Homo sapiens 0X=9606 GN=CD44 PE=1 SV=3 CD44_HUMAN CD44 82 kDa 3 2 1 1 1 2 6 4 2 1 7 9 7 6 7 6 3 5
214 |Immunoglobulin J chain 0S=Homo sapiens 0X=9606 GN=JCHAIN PE=1 SV=4 IGJ_HUMAN IGJ 18 kDa 0 0 0 0 0 0 5 6 0 0 2 1 8 7 5 8 8 9
215 | Extracellular matrix protein 1 0S=Homo sapiens OX=9606 GN=ECM1 PE=1 SV=2 ECM1_HUMAN ECM1 61 kDa 0 0 3 3 5 3 5 5 4 3 7 6 2 0 2 2 5 5
216 | Fructose-bisphosphate aldolase C OS=Homo sapiens 0X=9606 GN=ALDOC PE=1 SV=2 ALDOC_HUMAN ALDOC 39 kDa 0 0 17 28 0 0 0 0 0 0 2 1 0 0 0 0 0 0
217 Apolipoprotein C-Il 0S=Homo sapiens 0X=9606 GN=APOC2 PE=1 SV=1 APOC2_HUMAN APOC2 11 kDa 0 0 0 0 0 0 1 1 0 0 2 1 10 14 12 12 7 8
218 L-lactate dehydrogenase B chain OS=Homo sapiens OX=9606 GN=LDHB PE=1 SV=2 LDHB_HUMAN LDHB 37 kDa 2 1 5 8 0 0 4 2 0 2 3 4 0 0 0 1 3 2
219 | Carboxypeptidase N catalytic chain 0S=Homo sapiens 0X=9606 GN=CPN1 PE=1 SV=1 CBPN_HUMAN CBPN 52 kDa 0 0 0 0 0 0 7 5 0 0 1 3 14 14 7 8 3 3
220 Cholesteryl ester transfer protein 0S=Homo sapiens 0X=9606 GN=CETP PE=1 SV=2 CETP_HUMAN CETP 55 kDa 0 0 0 0 0 0 5 4 0 0 9 8 7 5 3 6 11 11
221 |Immunoglobulin heavy variable 3-15 OS=Homo sapiens OX=9606 GN=IGHV3-15 PE=3 SV=1 HV315_HUMAN HV315 13 kDa 0 0 0 0 0 0 2 3 1 3 3 0 3 2 2 3 2 4
222 | Immunoglobulin heavy variable 3-72 OS=Homo sapiens OX=9606 GN=IGHV3-72 PE=3 SV=1 HV372_HUMAN HV372 13 kDa 0 0 1 1 0 0 2 3 2 2 2 2 1 2 0 3 2 3
223 | Complement factor H-related protein 2 0S=Homo sapiens 0X=9606 GN=CFHR2 PE=1 SV=1 FHR2_HUMAN FHR2 31kDa 0 0 0 0 0 0 0 11 0 0 6 5 0 0 0 0 0 6
224 | Protein disulfide-isomerase 0S=Homo sapiens 0X=9606 GN=P4HB PE=1 SV=3 PDIA1_HUMAN PDIAL 57 kDa 0 0 0 0 0 0 4 2 0 0 4 5 9 7 6 9 6 7
225 | Phosphoglycerate mutase 1 0S=Homo sapiens 0X=9606 GN=PGAM1 PE=1 SV=2 PGAM1_HUMAN PGAM1 29 kDa 0 0 25 29 0 0 2 3 0 0 2 3 0 0 0 0 0 0
226 | Immunoglobulin kappa variable 3-11 OS=Homo sapiens OX=9606 GN=IGKV3-11 PE=1 SV=1 Kv311 HUMAN Kv311 13 kDa 0 1 0 1 2 2 7 7 4 5 7 6 5 5 3 3 5 4
227 | Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens 0X=9606 GN=SOD3 PE=1 SV=2 SODE_HUMAN SODE 26 kDa 2 2 3 6 1 1 11 13 1 0 9 9 1 1 0 0 0 0
228 | Cystatin-C OS=Homo sapiens OX=9606 GN=CST3 PE=1 SV=1 CYTC_HUMAN CYTC 16 kDa 2 2 5 0 4 3 7 13 5 6 4 8 0 0 0 0 0 0
229 | Endoplasmic reticulum chaperone BiP OS=Homo sapiens OX=9606 GN=HSPAS5 PE=1 SV=2 BIP_HUMAN BIP. 72 kDa 0 0 0 0 0 0 2 2 0 0 7 5 7 5 8 6 7 7
230 | Triosephosphate isomerase OS=Homo sapiens 0X=9606 GN=TPI1 PE=1 SV=3 TPIS_HUMAN TPIS 31kDa 0 0 19 23 0 0 6 3 0 0 5 3 0 0 1 0 1 1
231]14-3-3 protein gamma OS=Homo sapiens OX=9606 GN=YWHAG PE=1 SV=2 1433G_HUMAN 1433G 28 kDa 0 0 7 8 0 0 2 3 0 0 3 4 4 3 3 4 9 8
232 | Biotinidase OS=Homo sapiens 0X=9606 GN=BTD PE=1 SV=2 BTD_HUMAN BTD 61 kDa 0 0 0 0 1 2 11 12 1 1 14 13 1 1 0 0 0 0
233 | Ankyrin-1 OS=Homo sapiens 0X=9606 GN=ANK1 PE=1 SV=3 ANK1_HUMAN ANK1 206 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 0 23 15 8 13
234 | Serpin B6 OS=Homo sapiens OX=9606 GN=SERPINB6 PE=1 SV=3 SPB6_HUMAN SPB6 43 kDa 0 0 27 36 0 0 0 0 0 0 0 0 0 0 0 0 0 0
235 | Immunoglobulin kappa variable 1-27 OS=Homo sapiens OX=9606 GN=IGKV1-27 PE=3 SV=1 KV127_HUMAN Kv127 13 kDa 0 0 2 3 0 0 7 8 3 3 4 5 5 3 3 2 6 4
236 | Apolipoprotein F OS=Homo sapiens 0X=9606 GN=APOF PE=1 SV=2 APOF_HUMAN APOF 35 kDa 0 0 0 0 0 0 6 6 0 0 5 9 6 8 4 4 5 5
237 | Gamma-enolase OS=Homo sapiens 0X=9606 GN=ENO2 PE=1 SV=3 ENOG_HUMAN ENOG 47 kDa 0 0 21 20 0 0 0 5 0 0 0 5 0 0 0 0 0 0
238 | Spectrin alpha chain, non-erythrocytic 1 0S=Homo sapiens 0X=9606 GN=SPTAN1 PE=1 SV=3 SPTN1_HUMAN SPTN1 285 kDa 0 0 26 28 0 0 0 0 0 0 0 0 0 0 0 0 0 0




239 [Immunoglobulin heavy variable 3-49 0S=Homo sapiens OX=9606 GN=IGHV3-49 PE=3 SV=1 HV349_HUMAN HV349 13 kDa 0 0 2 3 0 0 2 2 2 3 5 6 2 2 3 2 7 7
240 [Immunoglobulin lambda variable 7-46 OS=Homo sapiens OX=0606 GN=IGLV7-46 PE=3 SV=4 LV746_HUMAN LV746 12 kDa 0 0 1 0 0 0 2 3 1 1 2 2 3 2 1 1 2 2
241 [IgGFc-binding protein OS=Homo sapiens OX=9606 GN=FCGBP PE=1 SV=3 FCGBP_HUMAN FCGBP 572 kDa 0 0 0 1 3 1 9 10 1 3 1 1 1 1 0 0 5 11
242 [ Protein/nucleic acid deglycase DJ-1 0S=Homo sapiens OX=0606 GN=PARK7 PE=1 SV=2 PARK7_HUMAN PARK7 20 kDa 0 0 19 27 0 0 0 0 0 0 0 0 0 0 0 0 0 0
243 [ Complement C1q subcomponent subunit C 0S=Homo sapiens OX=9606 GN=C1QC PE=1 SV=3 €1QC_HUMAN c1ac 26 kDa 0 0 0 0 0 0 7 9 0 1 3 5 4 2 6 3 7 4
244 ] Coagulation factor XIll A chain OS=Homo sapiens OX=0606 GN=F13A1 PE=1 SV=4 F13A HUMAN F13A 83 kDa 0 0 0 0 0 0 1 0 0 0 0 1 3 1 7 8 14 16
245 [Immunoglobulin delta heavy chain OS=Homo sapiens OX=9606 PE=1 SV=1 IGD_HUMAN IGD 56 kDa 0 0 0 0 0 0 2 2 0 0 13 16 0 0 0 0 8 10
246 | Fetuin-B OS=Homo sapiens OX=0606 GN=FETUB PE=1 SV=2 FETUB_HUMAN FETUB 42 kDa 0 0 1 2 5 3 4 6 4 4 5 7 3 2 0 1 2 3
247[14-3-3 protein beta/alpha 0S=Homo sapiens OX=0606 GN=YWHAB PE=1 5V=3 14338_HUMAN 14338 28 kDa 0 0 5 7 0 0 3 3 0 0 3 4 4 0 4 0 5 0
248 Serine protease HTRAL OS=Homo sapiens OX=9606 GN=HTRA1 PE=1 SV=1 HTRAL HUMAN HTRAL 51 kDa 1 0 0 0 0 0 11 9 0 0 13 12 1 0 0 0 0 0
249 [ Platelet-activating factor acetylhydrolase 0S=Homo sapiens OX=9606 GN=PLA2G7 PE=1 SV=1 PAFA_HUMAN PAFA 50 kDa 0 0 0 0 0 0 12 19 0 0 7 9 0 0 0 0 0 0
250 Cathepsin B 0S=Homo sapiens OX=9606 GN=CTSB PE=1 SV=3 CATB_HUMAN CATB 38 kDa 0 0 0 0 0 0 11 14 0 0 13 10 0 0 0 0 0 0
251 [Sorbitol dehydrogenase OS=Homo sapiens OX=0606 GN=SORD PE=1 SV=4 DHSO_HUMAN DHSO 38 kDa 0 0 18 25 0 0 0 0 0 0 0 0 0 0 0 0 0 0
252 [ Heat shock cognate 71 kDa protein OS=Homo sapiens OX=9606 GN=HSPA8 PE=1 SV=1 HSP7C_HUMAN HSP7C 71 kDa 0 0 1 0 0 0 4 2 0 0 4 5 0 2 4 6 7 7
253 [ Tripeptidyl-peptidase 2 0S=Homo sapiens OX=9606 GN=TPP2 PE=1 SV=4 TPP2_HUMAN TPP2 138 kDa 0 0 0 0 0 1 0 0 2 3 0 0 2 0 0 0 1 0
254 Alpha-N-acetylglucosaminidase OS=Homo sapiens OX=0606 GN=NAGLU PE=1 5V=2 ANAG_HUMAN ANAG 82 kDa 0 0 0 0 0 0 11 9 0 0 10 19 0 0 0 0 0 0
255 [ Serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit B 0S=Homo sapiens 0X=9606 ANR44_HUMAN ANR44 108 kDa 0 2 1 3 2 2 3 2 3 2 0 0 3 2 2 3 2 0
256 | Myocilin 0S=Homo sapiens OX=0606 GN=MYOC PE=1 5V=2 MYOC_HUMAN MYOC 57 kDa 0 0 0 3 21 13 0 0 0 0 0 0 0 0 0 0 0 0
257 [Immunoglobulin lambda variable 1-47 OS=Homo sapiens OX=0606 GN=IGLV1-47 PE=1 SV=2 LV147_HUMAN Lv147 12 kDa 0 0 3 3 2 1 3 3 3 2 3 4 4 3 2 2 2 2
258 [Immunoglobulin kappa variable 1-33 0S=Homo sapiens OX=9606 GN=IGKV1-33 PE=1 SV=2 KV133 HUMAN (+1) [Kv133(+1) [13kDa 0 0 3 2 0 0 5 4 1 2 4 5 3 3 3 5 3 3
259 [ Tetranectin OS=Homo sapiens OX=0606 GN=CLEC3B PE=1 5V=3 TETN_HUMAN TETN 23 kDa 0 0 0 2 6 2 4 8 1 2 4 4 1 0 0 1 2 2
260[14-3-3 protein eta 0S=Homo sapiens OX=0606 GN=YWHAH PE=1 5V=4 1433F HUMAN 1433F 28 kDa 0 0 0 5 0 0 0 3 0 0 0 0 0 0 3 0 5 7
261 [Immunoglobulin heavy variable 1-18 0S=Homo sapiens OX=9606 GN=IGHV1-18 PE=3 SV=1 HV118 HUMAN HV118 13 kDa 0 0 2 2 2 1 5 5 3 2 3 3 2 4 1 2 3 4
262 Coagulation factor XIll B chain OS=Homo sapiens OX=0606 GN=F13B PE=1 5V=3 F13B_HUMAN F138 76 kDa 0 0 0 0 0 0 1 3 0 0 6 5 1 0 5 4 6 10
263 [Vasorin 0S=Homo sapiens OX=9606 GN=VASN PE=1 SV=1 VASN_HUMAN VASN 72 kDa 0 0 2 0 0 0 8 8 0 0 7 13 0 0 0 0 0 1
264 Mannosyl-oligosaccharide 1,2-alpha-mannosidase IA OS=Homo sapiens OX=0606 GN=MAN1A1 PE=1 5V=3 MA1AL HUMAN MA1A1 73 kDa 0 0 0 0 0 0 5 11 0 0 12 10 0 0 0 0 0 0
265 [ Serpin E3 0S=Homo sapiens OX=9606 GN=SERPINE3 PE=2 5V=2 SERP3_HUMAN SERP3 47 kDa 0 0 0 0 0 0 11 9 0 0 10 11 0 0 0 0 0 0
266 | Carbonic 3 0S=Homo sapiens OX=9606 GN=CA3 PE=1 V=3 CAH3_HUMAN CAH3 30 kDa 0 0 19 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0
267 | Carbonyl reductase [NADPH] 1 0S=Homo sapiens OX=0606 GN=CBR1 PE=1 5V=3 CBR1_HUMAN CBR1 30 kDa 0 0 20 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0
268 [ Fermitin family homolog 3 0S=Homo sapiens OX=9606 GN=FERMT3 PE=1 SV=1 URP2_HUMAN URP2 76 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 4 5 2 10 15
269 [ Tenascin-X OS=Homo sapiens OX=0606 GN=TNXB PE=1 SV=5 TENX_HUMAN TENX 458 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 14 8 2 14
270 [ L-selectin OS=Homo sapiens OX=0606 GN=SELL PE=1 SV=2 LYAM1_HUMAN LYAM1 42 kDa 0 0 0 0 0 0 3 0 0 0 4 4 5 6 3 3 4 6
271 [Immunoglobulin kappa variable 2-24 OS=Homo sapiens OX=9606 GN=IGKV2-24 PE=3 SV=1 Kv224_ HUMAN Kv224 13 kDa 0 0 2 2 0 0 3 3 2 2 2 2 0 0 0 0 1 1
272 [ Transitional endoplasmic reticulum ATPase OS=Homo sapiens OX=9606 GN=VCP PE=1 SV=4 TERA_HUMAN TERA 89 kDa 0 0 0 0 0 0 0 0 0 0 0 1 10 4 3 3 6 12
273 [Erythrocyte band 7 integral membrane protein OS=Homo sapiens OX=0606 GN=STOM PE=1 S5V=3 STOM_HUMAN sTOM 32 kDa 0 0 0 0 0 0 0 0 0 0 0 0 4 4 7 7 8 8
274[Phosphatidylcholine-sterol acyltransferase 0S=Homo sapiens OX=9606 GN=LCAT PE=1 SV=1 LCAT HUMAN LCAT 50 kDa 0 0 0 0 0 0 6 4 0 0 7 10 4 1 0 0 1 3
275 | Glutathione S-transferase P OS=Homo sapiens OX=9606 GN=GSTP1 PE=1 SV=2 GSTP1_HUMAN GSTP1 23 kDa 0 0 2 2 0 0 8 7 0 0 10 9 0 0 0 0 0 0
276 | Metalloproteinase inhibitor 1 0S=Homo sapiens OX=0606 GN=TIMP1 PE=1 SV=1 TIMP1_HUMAN TIMP1 23 kDa 1 2 1 0 7 5 4 4 1 0 4 5 0 0 0 0 0 0
277 [ Complement factor D 0S=Homo sapiens OX=9606 GN=CFD PE=1 SV=5 CFAD_HUMAN CFAD 27 kDa 0 0 0 1 0 0 8 5 0 1 5 5 0 0 0 0 0 0
278 [ Hepatocyte growth factor receptor OS=Homo sapiens OX=0606 GN=MET PE=1 SV=4 MET_HUMAN MET 156 kDa 0 0 0 0 0 0 9 8 0 0 9 11 0 0 0 0 0 0
279 [Keratin, type I cuticular Hal OS=Homo sapiens OX=9606 GN=KRT31 PE=1 5V=3 K1H1 HUMAN KIH1 47 kDa 0 1 0 16 0 0 0 0 0 0 0 0 0 0 0 0 0 0
280 [ Platelet factor 4 OS=Homo sapiens OX=0606 GN=PF4 PE=1 SV=2 PLF4_HUMAN PLF4 11 kDa 0 0 0 0 0 0 0 0 0 0 0 0 7 9 4 6 4 7
281 Tubulin beta-2A chain OS=Homo sapiens OX=0606 GN=TUBB2A PE=1 SV=1 TBB2A HUMAN (+1) |TBB2A (+1) 50 kDa 0 0 0 0 0 0 2 0 0 0 11 11 6 5 0 0 1 0
282 [ Cadherin-related family member 1 0S=Homo sapiens OX=9606 GN=CDHR1 PE=1 5V=2 CDHR1_HUMAN CDHR1 94 kDa 0 0 0 0 0 0 8 7 0 0 8 12 0 0 0 0 0 0
283 [Beta-hexosaminidase subunit alpha OS=Homo sapiens OX=9606 GN=HEXA PE=1 V=2 HEXA_HUMAN HEXA 61 kDa 0 0 0 0 0 0 3 5 0 0 9 9 0 0 0 0 0 0
284 [Immunoglobulin heavy variable 1-8 05=Homo sapiens OX=9606 GN=IGHV1-8 PE=3 SV=1 HV108_ HUMAN HV108 13 kDa 0 0 0 0 0 0 4 3 0 0 5 0 0 0 0 0 4 0
285 [Immunoglobulin kappa variable 1-17 0S=Homo sapiens OX=9606 GN=IGKV1-17 PE=1 SV=2 KV117_HUMAN Kv117 13 kDa 0 0 1 1 0 0 3 3 4 2 3 5 1 1 1 1 4 5
286 | Profilin-1 0S=Homo sapiens OX=0606 GN=PFN1 PE=1 V=2 PROF1_HUMAN PROFL 15 kDa 0 0 0 0 0 0 4 5 0 0 3 2 2 2 1 0 7 5
287 | Clusterin-like protein 1 0S=Homo sapiens OX=9606 GN=CLUL1 PE=2 SV=1 CLUL1 HUMAN cLuLl 54 kDa 0 0 0 0 0 0 4 6 0 0 9 13 0 0 0 0 0 0
288 [ Transketolase 0S=Homo sapiens OX=0606 GN=TKT PE=1 5V=3 TKT_HUMAN TKT 68 kDa 0 0 12 21 0 0 0 0 0 0 0 0 0 0 0 0 0 0
289 [ Tripeptidyl-peptidase 1 0S=Homo sapiens OX=9606 GN=TPP1 PE=1 SV=2 TPP1_HUMAN TPP1 61 kDa 0 0 0 0 0 0 8 7 0 0 6 11 0 0 0 0 0 0
290 [Immunoglobulin heavy variable 1-69D OS=Homo sapiens OX=0606 GN=IGHV1-69D PE=1 SV=1 HV69D_HUMAN HV69D 13 kDa 0 0 1 1 1 0 4 2 2 1 3 3 3 2 1 2 3 4
291 [ Tropomyosin alpha-4 chain OS=Homo sapiens OX=9606 GN=TPM4 PE=1 5V=3 TPM4_HUMAN TPM4 29 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 0 8 6 9 5
2923 and PzP-like alpha-2-macroglobulin domain-containing protein 8 0S=Homo sapiens OX=0606 GN=CPAMDS PE=1 |CPMD8_HUMAN cPMD8 207 kDa 0 0 0 0 11 15 0 0 0 0 0 1 0 0 0 0 0 0
293 [Ezrin OS=Homo sapiens OX=0606 GN=EZR PE=1 SV=4 EZRI_HUMAN EZRI 69 kDa 0 0 0 0 0 0 4 7 0 0 7 4 0 0 0 0 0 0
294 [ Neuropilin-2 05=Homo sapiens OX=9606 GN=NRP2 PE=1 V=3 NRP2_HUMAN NRP2 105 kDa 0 0 0 0 0 0 3 3 0 0 3 8 1 0 1 0 0 4
295 [ Moesin OS=Homo sapiens OX=0606 GN=MSN PE=1 V=3 MOES_HUMAN MOES 68 kDa 0 0 0 0 0 0 2 0 0 0 4 2 0 2 4 1 4 3
296 [ Complement C1q subcomponent subunit A 0S=Homo sapiens OX=9606 GN=C1QA PE=1 SV=2 C10A HUMAN c1aA 26 kDa 0 0 0 0 0 0 5 9 0 0 2 2 3 2 1 1 3 2
297 [ Ferritin light chain OS=Homo sapiens OX=9606 GN=FTL PE=1 5V=2 FRIL_ HUMAN FRIL 20 kDa 0 0 5 5 0 0 6 5 0 0 1 4 0 0 0 0 0 0
298 [Immunoglobulin lambda variable 8-61 OS=Homo sapiens OX=0606 GN=IGLV8-61 PE=3 SV=7 Lv861 HUMAN Lv861 13 kDa 0 0 0 0 0 0 3 3 1 1 4 4 3 1 1 0 2 3
299 [ Selenoprotein P 0S=Homo sapiens OX=0606 GN=SELENOP PE=1 SV=3 SEPP1_HUMAN SEPPL 43 kDa 0 0 0 0 4 1 4 3 0 1 3 2 0 1 0 1 2 3
300 Peptidyl-prolyl cis-trans isomerase A 0S=Homo sapiens OX=9606 GN=PPIA PE=1 V=2 PPIA_HUMAN PPIA 18 kDa 0 0 9 12 0 0 0 0 0 0 0 0 1 0 1 0 1 1
301 [ Periostin 0S=Homo sapiens OX=9606 GN=POSTN PE=1 SV=2 POSTN_HUMAN POSTN 93 kDa 0 0 0 0 0 0 8 4 0 0 3 6 0 0 0 0 0 0
302 [Beta-1,4-galactosyltransferase 1 0S=Homo sapiens OX=0606 GN=B4GALT1 PE=1 SV=5 BAGTL_HUMAN B4GTL 44 kDa 0 0 0 0 0 0 8 7 0 0 8 5 0 0 0 0 0 0
303 [Hornerin 0S=Homo sapiens OX=9606 GN=HRNR PE=1 SV=2 HORN_HUMAN HORN 282 kDa 9 0 3 0 0 0 0 0 2 1 0 0 2 6 0 0 0 1
304[Phosphatidylethanolamine-binding protein 1 0S=Homo sapiens OX=9606 GN=PEBP1 PE=1 SV=3 PEBP1_HUMAN PEBP1 21 kDa 0 0 9 9 0 0 1 2 0 0 2 2 0 0 0 0 0 0
305 [ Beta-2-microglobulin OS=Homo sapiens OX=0606 GN=B2M PE=1 SV=1 B2MG_HUMAN B2MG 14 kDa 1 3 2 2 2 0 2 4 0 2 2 3 0 0 0 0 0 0
306 | Plexin domain-containing protein 2 0S=Homo sapiens OX=9606 GN=PLXDC2 PE=1 SV=1 PXDC2_HUMAN PXDC2 60 kDa 0 0 0 0 0 0 3 3 0 0 6 4 2 2 1 0 3 2
307 [ Prolargin 0S=Homo sapiens OX=9606 GN=PRELP PE=1 SV=1 PRELP_HUMAN PRELP 44 kDa 0 0 0 0 0 0 4 3 0 0 9 9 0 0 0 0 0 0
308 [Beta-crystallin B3 OS=Homo sapiens OX=0606 GN=CRYBB3 PE=1 SV=4 CRBB3_HUMAN CRBB3 24 kDa 0 0 13 12 0 0 0 0 0 0 0 0 0 0 0 0 0 0
309 [Ficolin-3 0S=Homo sapiens OX=0606 GN=FCN3 PE=1 SV=2 FCN3_HUMAN FCN3 33 kDa 0 0 0 0 0 0 3 1 0 0 1 0 4 1 4 4 5 2
310 Amyloid-beta A4 protein OS=Homo sapiens OX=0606 GN=APP PE=1 SV=3 A4_HUMAN A4 87 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 5 2 2 2 2
311 [ Transmembrane glycoprotein NMB OS=Homo sapiens OX=0606 GN=GPNMB PE=1 SV=2 GPNMB_HUMAN GPNMB! 64 kDa 0 0 0 0 0 0 6 7 0 0 5 5 0 0 0 0 0 0
312 [ Fatty acid-binding protein 5 0S=Homo sapiens OX=9606 GN=FABPS5 PE=1 SV=3 FABPS_HUMAN FABPS 15 kDa 0 0 7 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0
313 [4-hydroxyphenylpyruvate dioxygenase OS=Homo sapiens OX=0606 GN=HPD PE=1 SV=2 HPPD_HUMAN HPPD 45 kDa 0 0 11 13 0 0 0 0 0 0 0 0 0 0 0 0 0 0
314 ]Insulin-like growth factor-binding protein 6 0S=Homo sapiens OX=0606 GN=IGFBP6 PE=1 SV=1 1BP6_HUMAN 1BP6 25 kDa 0 0 3 2 6 4 1 2 2 3 1 0 0 0 0 0 0 0
315 [Polyubiquitin-B 0S=Homo sapiens OX=0606 GN=UBB PE=1 SV=1 UBB_HUMAN (+1) | UBB (+1) 26 kDa 0 0 6 7 0 0 2 2 0 0 2 2 0 0 0 0 1 1
316 | Beta-1,4-glucuronylt 1 0S=Homo sapiens OX=0606 GN=B4GAT1 PE=1 SV=1 B4GAL HUMAN BAGAL 47 kDa 1 0 0 0 4 2 2 3 1 0 5 3 0 0 0 0 0 0
317 [ Soluble scavenger receptor cysteine-rich domain-containing protein SSC5D OS=Homo sapiens OX=0606 GN=SSC5D | SRCRL_HUMAN SRCRL 166 kDa 0 0 0 0 0 0 1 0 0 0 0 0 0 0 7 8 0 5
318 [ Heat shock 70 kDa protein 1A 0S=Homo sapiens OX=0606 GN=HSPA1A PE=1 SV=1 HS71A_ HUMAN (+1) [HS71A(+1)  [70kDa 0 0 1 0 0 0 3 0 0 0 2 0 0 0 0 0 0 2
319 [Lymphatic vessel endothelial hyaluronic acid receptor 1 0S=Homo sapiens OX=9606 GN=LYVE1 PE=1 SV=2 LYVEL_ HUMAN LYVEL 35 kDa [ 0 1 1 [ [ 1 1 0 1 3 3 3 2 2 1 1 3




320 Platelet basic protein OS=Homo sapiens OX=0606 GN=PPBP PE=1 SV=3 CXCL7_HUMAN cxcL7 14 kDa 0 0 [ 0 0 0 0 0 0 0 0 0 4 3 4 2 5 4
321 [Out at first protein homolog OS=Homo sapiens OX=9606 GN=OAF PE=2 SV=1 OAF_HUMAN OAF 31 kDa 0 0 0 0 2 0 2 4 0 0 7 8 0 0 0 0 0 0
322 ] Cathepsin F 0S=Homo sapiens OX=9606 GN=CTSF PE=1 SV=1 CATF_HUMAN CATF 53 kDa 0 0 0 0 0 0 3 2 0 0 4 6 0 0 0 0 0 0
323 [ Tubulin beta-1 chain OS=Homo sapiens OX=0606 GN=TUBB1 PE=1 SV=1 TBB1_HUMAN TBB1 50 kDa 0 0 0 0 0 0 0 0 0 0 0 1 10 10 0 0 2 0
324 Glucosidase 2 subunit beta OS=Homo sapiens OX=0606 GN=PRKCSH PE=1 SV=2 GLU2B_HUMAN GLU2B 59 kDa 0 0 0 0 0 0 1 1 0 0 1 3 2 1 3 1 1 2
325 [ Collagen alpha-1(XVIll) chain OS=Homo sapiens OX=0606 GN=COL18A1 PE=1 SV=5 COIAL_ HUMAN COIAL 178 kDa 0 0 0 0 1 1 0 0 0 0 1 0 2 1 4 3 2 3
326 | Protein disulfide-isomerase A3 OS=Homo sapiens OX=0606 GN=PDIA3 PE=1 SV=4 PDIA3_HUMAN PDIA3 57 kDa 0 0 0 0 0 0 0 1 0 0 2 3 0 1 3 1 2 4
327]c 0S=Homo sapiens OX=9606 GN=CHGA PE=1 5V=7 CMGA HUMAN CMGA 51 kDa 0 0 0 0 0 0 0 1 0 0 2 3 2 0 1 0 2 7
328[Glucose-6-phosphate isomerase 0S=Homo sapiens OX=9606 GN=GPI PE=1 SV=4 G6PI_HUMAN G6PI 63 kDa 0 0 2 4 0 0 2 2 0 0 2 1 0 0 0 0 0 0
329 [ Platelet glycoprotein 4 0S=Homo sapiens OX=0606 GN=CD36 PE=1 SV=2 CD36_HUMAN CD36 53 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 2 1 4 6
330 [Beta-hexosaminidase subunit beta OS=Homo sapiens OX=0606 GN=HEXB PE=1 5V=3 HEXB_HUMAN HEXB 63 kDa 0 0 0 0 0 0 4 4 0 0 3 7 0 0 0 0 0 0
331 [Erythrocyte membrane protein band 4.2 0S=Homo sapiens OX=9606 GN=EPBA42 PE=1 SV=3 EPB42_HUMAN EPB42 77 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 4 4 4
332 Thymidine phosphorylase 0S=Homo sapiens OX=0606 GN=TYMP PE=1 SV=2 TYPH_HUMAN TYPH 50 kDa 0 0 0 0 0 0 3 6 0 0 4 6 0 0 0 0 0 0
333 [ Tissue alpha-L-fucosidase OS=Homo sapiens OX=0606 GN=FUCA1 PE=1 SV=4 FUCO_HUMAN FUCO 54 kDa 0 0 0 0 0 0 2 3 0 0 6 5 0 0 0 0 0 0
334 NADP-dependent malic enzyme OS=Homo sapiens OX=9606 GN=ME1 PE=1 SV=1 MAOX_HUMAN MAOX 64 kDa 0 0 7 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0
335 [ Peptidase inhibitor 16 0S=Homo sapiens OX=0606 GN=PI16 PE=1 SV=1 PI16_HUMAN PIL6 49 kDa 0 0 0 0 0 0 2 2 0 0 3 5 1 4 1 0 0 0
336 | Peroxiredoxin-1 0S=Homo sapiens OX=0606 GN=PRDX1 PE=1 SV=1 PRDX1_HUMAN PRDX1 22 kDa 0 0 1 2 1 0 5 4 0 0 2 2 0 0 0 0 0 0
337 [Retinoic acid receptor responder protein 2 0S=Homo sapiens OX=0606 GN=RARRES2 PE=1 SV=1 RARR2_HUMAN RARR2 19 kDa 0 0 1 0 8 8 1 1 1 0 0 0 0 0 0 0 0 0
338 Secreted phosphoprotein 24 05=Homo sapiens OX=9606 GN=SPP2 PE=1 SV=1 SPP24_HUMAN SPP24. 24 kDa 0 0 0 0 0 0 0 0 0 0 0 0 2 0 5 5 4 3
339 [ Peroxiredoxin-6 OS=Homo sapiens OX=0606 GN=PRDX6 PE=1 SV=3 PRDX6_HUMAN PRDX6 25 kDa 0 0 7 7 0 0 0 0 0 0 1 0 0 0 0 0 0 0
340 [ Peroxiredoxin-2 0S=Homo sapiens OX=0606 GN=PRDX2 PE=1 SV=5 PRDX2_HUMAN PRDX2 22 kDa 0 0 4 5 0 0 0 2 0 0 0 0 1 0 0 0 1 1
341 [Legumain OS=Homo sapiens OX=9606 GN=LGMN PE=1 SV=1 LGMN_HUMAN LGMN 49 kDa 0 0 0 0 0 0 4 4 0 0 5 6 0 0 0 0 0 0
342 [Retinaldehyde-binding protein 1 0S=Homo sapiens OX=0606 GN=RLBP1 PE=1 SV=2 RLBP1_HUMAN RLBP1 36 kDa 0 0 0 0 0 0 5 3 0 0 2 1 0 0 0 0 0 0
343 [ Carboxypeptidase Q 0S=Homo sapiens OX=9606 GN=CPQ PE=1 SV=1 CBPQ_HUMAN CBPQ 52 kDa 0 0 0 0 0 0 2 3 0 0 5 9 0 0 0 0 0 0
344 Spectrin beta chain, non-erythrocytic 1 0S=Homo sapiens OX=9606 GN=SPTBN1 PE=1 SV=2 SPTB2_HUMAN SPTB2 275 kDa 0 0 8 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0
345 [Bone marrow proteoglycan OS=Homo sapiens OX=9606 GN=PRG2 PE=1 5V=2 PRG2_HUMAN PRG2 25 kDa 0 0 0 0 0 0 0 1 0 0 2 1 2 3 0 3 2 3
346 | Coactosin-like protein OS=Homo sapiens OX=0606 GN=COTL1 PE=1 SV=3 COTL1 HUMAN coTLl 16 kDa 0 0 2 1 0 0 3 2 0 0 2 1 0 0 0 0 0 0
347 [Wnt inhibitory factor 1 0S=Homo sapiens OX=9606 GN=WIF1 PE=1 SV=3 WIF1_HUMAN WIFL 42 kDa 0 0 0 0 4 0 1 2 0 0 4 6 0 0 0 0 0 0
348 [ Neural cell adhesion molecule L1-like protein OS=Homo sapiens OX=0606 GN=CHL1 PE=1 5V=4 NCHL1_HUMAN NCHL1 135 kDa 0 0 0 0 0 1 0 0 3 1 1 6 0 0 0 0 0 0
349 [Lysosomal alpha-glucosidase 0S=Homo sapiens OX=9606 GN=GAA PE=1 S5V=4 LYAG_HUMAN LYAG 105 kDa 0 0 0 0 0 0 4 4 0 0 4 6 0 0 0 0 0 0
350 Pappalysin-2 0S=Homo sapiens OX=9606 GN=PAPPA2 PE=1 SV=4 PAPP2_HUMAN PAPP2 199 kDa 0 0 0 0 0 0 1 1 0 0 5 11 0 0 0 0 0 0
351 | Malate dehydrogenase, cytoplasmic OS=Homo sapiens OX=0606 GN=MDH1 PE=1 SV=4 MDHC_HUMAN MDHC 36 kDa 0 0 8 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0
352 [ NADH-cytochrome b5 reductase 2 0S=Homo sapiens OX=0606 GN=CYBSR2 PE=1 SV=1 NB5R2_HUMAN NBS5R2 31 kDa 0 0 6 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0
353 [WD repeat-containing protein 1 0S=Homo sapiens OX=0606 GN=WDR1 PE=1 SV=4 WDR1_HUMAN WDR1 66 kDa 0 0 0 0 0 0 1 1 0 0 4 3 1 0 0 0 3 2
354 CD antigen OS=Homo sapiens OX=0606 GN=CD9 PE=1 SV=4 CD9_HUMAN cD9 25 kDa 0 0 0 0 0 0 2 2 0 0 0 0 0 1 0 1 1 1
355 [Rab GDP dissociation inhibitor beta OS=Homo sapiens OX=0606 GN=GDI2 PE=1 5V=2 GDIB_HUMAN GDIB 51 kDa 0 0 5 6 0 0 2 1 0 0 1 1 0 0 0 0 0 0
356 | Clathrin heavy chain 1 0S=Homo sapiens OX=0606 GN=CLTC PE=1 SV=5 CLH1_HUMAN CLH1 192 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2
357 Glucosylceramidase OS=Homo sapiens OX=0606 GN=GBA PE=1 SV=3 GLCM_HUMAN GLcM 60 kDa 0 0 0 0 0 0 4 3 0 0 4 5 0 0 0 0 0 0
358 [ Lysosomal Pro-X carboxypeptidase 0S=Homo sapiens OX=9606 GN=PRCP PE=1 SV=1 PCP_HUMAN pCP 56 kDa 0 0 0 0 0 0 2 3 0 0 4 5 0 0 0 0 0 0
359 [ carbonic 2 0S=Homo sapiens OX=9606 GN=CA2 PE=1 5V=2 CAH2_HUMAN CAH2 29 kDa 0 0 6 8 0 0 0 0 0 0 0 0 0 0 0 0 1 1
360 [ Plasma alpha-L-fucosidase 0S=Homo sapiens OX=9606 GN=FUCA2 PE=1 5V=2 FUCO2_HUMAN FUCO2 54 kDa 0 0 0 0 0 0 1 1 0 0 6 5 0 0 0 0 0 0
361 Apolipoprotein C-IV 0S=Homo sapiens OX=0606 GN=APOC4 PE=1 SV=1 APOC4_HUMAN APOC4 15 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 0 0
362 Galectin-1 05=Homo sapiens OX=9606 GN=LGALS1 PE=1 SV=2 LEG1_HUMAN LEG1 15 kDa 0 0 9 8 0 0 0 0 0 0 0 0 0 0 0 0 0 0
363 [ Bisphosphoglycerate mutase 0S=Homo sapiens OX=9606 GN=BPGM PE=1 5V=2 PMGE HUMAN PMGE 30 kDa 0 0 7 9 0 0 0 0 0 0 0 0 0 0 0 0 0 0
364 Neutral alpha-glucosidase AB 0S=Homo sapiens OX=9606 GN=GANAB PE=1 5V=3 GANAB_HUMAN GANAB 107 kDa 0 0 0 0 0 0 0 0 0 0 4 2 0 0 3 0 1 0
365 | Elongation factor 1-alpha 1 0S=Homo sapiens OX=0606 GN=EEF1A1 PE=1 SV=1 EF1AL_HUMAN (+1) [EF1AL (+1) 50 kDa 0 0 2 0 0 0 1 2 0 0 5 5 0 0 0 0 0 0
366 [ Phospholipase D3 0S=Homo sapiens OX=0606 GN=PLD3 PE=1 SV=1 PLD3_HUMAN PLD3 55 kDa 0 0 0 0 1 0 1 4 0 0 5 4 0 0 0 0 0 0
367 CD81 antigen OS=Homo sapiens OX=0606 GN=CD81 PE=1 SV=1 CD81 HUMAN cp81 26 kDa 0 0 0 0 0 0 5 6 0 0 2 3 0 0 0 0 0 0
368 [ Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase 0S=Homo sapiens OX=9606 GN=MGAT1 _|MGAT1 HUMAN MGATL 51 kDa 0 0 0 0 0 0 1 4 0 0 3 4 0 0 0 0 0 0
369 [ Probable serine carboxypeptidase CPVL OS=Homo sapiens OX=0606 GN=CPVL PE=1 SV=2 CPVL_HUMAN CPVL 54 kDa 0 0 0 0 0 0 1 1 0 0 6 5 0 0 0 0 0 0
370 [ Beta-mannosidase 0S=Homo sapiens OX=0606 GN=MANBA PE=2 SV=3 MANBA HUMAN MANBA 101 kDa 0 0 0 0 0 0 0 0 0 0 4 10 0 0 0 0 0 0
371 Neogenin OS=Homo sapiens OX=0606 GN=NEO1 PE=1 SV=2 NEO1_HUMAN NEOL 160 kDa 0 0 0 0 0 0 0 0 0 0 3 13 0 0 0 0 0 0
372 [Ras-related protein Rap-1b OS=Homo sapiens OX=9606 GN=RAP1B PE=1 SV=1 RAP1B_HUMAN RAP1B 21 kDa 0 0 0 0 0 0 1 0 0 0 0 0 2 3 2 1 3 3
373 [ Attractin OS=Homo sapiens OX=0606 GN=ATRN PE=1 SV=2 ATRN_HUMAN ATRN 159 kDa 0 0 0 0 0 0 1 0 0 0 2 2 0 0 0 1 1 2
374[HLA class | histocompatibility antigen, A alpha chain OS=Homo sapiens OX=9606 GN=HLA-A PE=1 SV=2 HLAA HUMAN HLAA ? 0 0 0 0 0 0 0 4 0 0 0 1 0 0 4 3 2 1
375 | Osteomodulin 0S=Homo sapiens OX=9606 GN=OMD PE=1 SV=1 OMD_HUMAN oMD 49 kDa 0 0 0 0 0 0 0 0 0 0 0 0 2 2 4 2 1 1
376 [ Neutrophil defensin 3 0S=Homo sapiens OX=0606 GN=DEFA3 PE=1 SV=1 DEF3_HUMAN DEF3 10 kDa 0 0 0 0 0 0 0 0 0 0 3 1 3 5 0 0 0 0
377 [ Platelet endothelial cell adhesion molecule OS=Homo sapiens OX=9606 GN=PECAM1 PE=1 SV=2 PECAL_HUMAN PECAL 83 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 2 4 3
378 [L-amino-acid oxidase OS=Homo sapiens OX=0606 GN=IL4I1 PE=1 SV=1 OXLA HUMAN OXLA 63 kDa 0 0 0 0 0 0 5 4 0 0 1 2 0 0 0 0 0 0
379 [Retinoschisin OS=Homo sapiens OX=0606 GN=RS1 PE=1 5V=2 XLRS1_HUMAN XLRSL 26 kDa 0 0 0 0 0 0 0 0 0 0 4 6 0 0 0 0 0 0
380 [ Filensin OS=Homo sapiens OX=9606 GN=BFSP1 PE=1 5V=3 BFSP1_HUMAN BFSP1 75 kDa 0 0 7 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0
381 ] Cathelicidin antimicrobial peptide 0S=Homo sapiens OX=0606 GN=CAMP PE=1 SV=1 CAMP_HUMAN CAMP 19 kDa 0 0 0 0 0 0 1 0 0 0 0 1 3 2 3 2 1 1
382 [ Ras-related protein Rab-1A OS=Homo sapiens OX=9606 GN=RAB1A PE=1 5V=3 RABIA_HUMAN RABIA 23 kDa 0 0 0 1 0 0 0 2 0 0 1 1 0 0 0 0 3 3
383 [ Extracellular matrix protein 2 0S=Homo sapiens OX=0606 GN=ECM2 PE=2 SV=1 ECM2_HUMAN ECM2 80 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 2 3 1 2 2
384 Macrophage migration inhibitory factor OS=Homo sapiens OX=0606 GN=MIF PE=1 SV=4 MIF_HUMAN MIF 12 kDa 0 0 3 6 0 0 1 1 0 0 1 1 0 0 0 0 0 0
385 [ Follistatin-related protein 1 0S=Homo sapiens OX=0606 GN=FSTL1 PE=1 SV=1 FSTL1 HUMAN FSTLL 35 kDa 0 0 0 0 6 4 1 1 0 0 1 1 0 0 0 0 0 0
386 | Beta-parvin OS=Homo sapiens OX=9606 GN=PARVB PE=1 SV=1 PARVB_HUMAN PARVB 42 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 4 2
387 | Caveolae-associated protein 2 0S=Homo sapiens OX=0606 GN=CAVIN2 PE=1 SV=3 CAVN2_HUMAN CAVN2 47 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 3 2 4 2
388 [Sushi, von Willebrand factor type A, EGF and pentraxin domain-containing protein 1 0S=Homo sapiens OX=9606 SVEP1_HUMAN SVEPL 390 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 4 4 1 1
389 [Retinol-binding protein 1 0S=Homo sapiens OX=9606 GN=RBP1 PE=1 SV=2 RETL_HUMAN RET1 16 kDa 0 0 0 0 0 0 3 3 0 0 3 4 0 0 0 0 0 0
390 Apolipoprotein(a) OS=Homo sapiens OX=9606 GN=LPA PE=1 SV=1 APOA_HUMAN APOA 501 kDa 0 0 0 0 0 0 0 0 0 0 0 1 0 0 5 4 0 3
391 [ Adipocyte plasma membrane-associated protein OS=Homo sapiens OX=0606 GN=APMAP PE=1 SV=2 APMAP_HUMAN APMAP 46 kDa 0 0 0 0 0 0 1 1 0 0 3 4 0 0 0 0 0 0
392 Adenylyl cyclase-associated protein 1 0S=Homo sapiens OX=0606 GN=CAP1 PE=1 SV=5 CAP1_HUMAN CAP1 52 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 1 0 4 5
393 [Lengsin OS=Homo sapiens OX=9606 GN=LGSN PE=1 SV=1 LGSN_HUMAN LGSN 57 kDa 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0
394 [Lysozyme C 0S=Homo sapiens OX=9606 GN=LYZ PE=1 SV=1 LYSC_ HUMAN LYsC 17 kDa 1 1 0 0 0 1 2 3 0 0 1 1 0 1 0 0 0 0
395 [Immunoglobulin heavy variable 1-24 0S=Homo sapiens OX=9606 GN=IGHV1-24 PE=3 SV=1 HV124_ HUMAN HV124 13 kDa 0 0 0 0 0 0 3 2 0 0 1 0 2 2 0 0 1 2
396 [ Annexin A2 05=Homo sapiens OX=9606 GN=ANXA2 PE=1 V=2 ANXA2_HUMAN ANXA2 39 kDa 1 0 0 0 0 0 3 3 0 0 2 2 1 0 0 0 0 0
397 [ Sulfhydryl oxidase 1 0S=Homo sapiens OX=9606 GN=QSOX1 PE=1 5V=3 QSOX1_HUMAN Qsox1 83 kDa 0 0 0 0 0 0 0 0 0 0 3 3 0 0 0 0 2 1
398 [ Annexin AS 0S=Homo sapiens OX=9606 GN=ANXAS PE=1 5V=2 ANXAS_HUMAN ANXAS 36 kDa 0 0 0 1 0 0 1 1 0 0 4 6 0 0 0 0 0 0
399 [Integral membrane protein 2B 0S=Homo sapiens OX=0606 GN=TM2B PE=1 SV=1 ITM2B_HUMAN T™M28 30 kDa 0 0 0 0 0 0 3 3 0 0 3 3 0 0 0 0 0 0
400 [Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens OX=0606 GN=IDH1 PE=1 5V=2 IDHC_HUMAN IDHC 47 kDa [ 0 0 0 [ [ 0 2 0 0 2 2 [ 0 0 0 0 0




401 | Receptor-type tyrosine-protein phosphatase S 0S=Homo sapiens 0X=9606 GN=PTPRS PE=1 SV=3 PTPRS_HUMAN PTPRS 217 kDa 0 0 0 0 0 0 3 0 0 0 4 3 0 0 0 0 0 0
402 | Acylamino-acid-releasing enzyme OS=Homo sapiens 0X=9606 GN=APEH PE=1 SV=4 ACPH_HUMAN ACPH 81 kDa 0 0 4 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0
403 | Low-density lipoprotein receptor-related protein 2 0S=Homo sapiens 0X=9606 GN=LRP2 PE=1 SV=3 LRP2_HUMAN LRP2 522 kDa 0 0 0 0 0 0 1 0 0 0 4 7 0 0 0 0 0 0
404 |Histone H2B type 1-D OS=Homo sapiens OX=9606 GN=HIST1H2BD PE=1 SV=2 H2B1D_HUMAN H2B1D 14 kDa 0 0 0 0 0 0 0 0 0 0 5 6 0 0 0 1 0 0
405 | Quinone oxidoreductase PIG3 OS=Homo sapiens OX=9606 GN=TP53I3 PE=1 SV=2 QORX_HUMAN QORX 36 kDa 0 0 1 7 0 0 0 0 0 0 0 0 0 0 0 0 0 0
406 | Protein S100-A8 OS=Homo sapiens OX=9606 GN=5100A8 PE=1 SV=1 S10A8_HUMAN S10A8 11 kDa 2 1 0 0 2 1 0 0 0 0 0 0 2 1 0 0 0 0
407 | Solute carrier family 2, facilitated glucose transporter member 1 OS=Homo sapiens 0X=9606 GN=SLC2A1 PE=1 SV=2 |GTR1_HUMAN GTR1 54 kDa 0 0 0 0 0 0 0 0 0 0 0 2 1 0 2 3 1 3
408 | Calnexin OS=Homo sapiens 0X=9606 GN=CANX PE=1 SV=2 CALX_HUMAN CALX 68 kDa 0 0 0 0 0 0 0 0 0 0 0 1 0 0 2 1 0 5
409 | Left-right determination factor 2 0S=Homo sapiens 0X=9606 GN=LEFTY2 PE=1 SV=2 LFTY2_HUMAN LFTY2 41 kDa 0 0 0 0 0 0 1 3 0 0 4 2 0 0 0 0 0 0
410 Palmitoyl-protein thioesterase 1 0S=Homo sapiens 0X=9606 GN=PPT1 PE=1 SV=1 PPT1_HUMAN PPT1 34 kDa 0 0 0 0 0 0 2 4 0 0 1 3 0 0 0 0 0 0
411 | Hepatocyte growth factor-like protein 0S=Homo sapiens 0X=9606 GN=MST1 PE=1 SV=2 HGFL_HUMAN HGFL 80 kDa 0 0 0 0 0 0 4 4 0 0 0 2 0 0 0 0 0 0
412 | Growth arrest-specific protein 6 0S=Homo sapiens 0X=9606 GN=GAS6 PE=1 SV=3 GAS6_HUMAN GAS6 75 kDa 0 0 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 0
413 | Intelectin-1 OS=Homo sapiens OX=9606 GN=ITLN1 PE=1 SV=1 ITLN1_HUMAN ITLN1 35 kDa 0 0 0 0 0 0 0 0 0 0 0 0 8 3 0 0 0 0
414 | Serpin B9 OS=Homo sapiens OX=9606 GN=SERPINB9 PE=1 SV=1 SPB9_HUMAN SPB9 42 kDa 0 0 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0
415 | Receptor-type tyrosine-protein phosphatase zeta 0S=Homo sapiens 0X=9606 GN=PTPRZ1 PE=1 SV=4 PTPRZ_ HUMAN PTPRZ 255 kDa 0 0 0 0 0 0 2 1 0 0 2 5 0 0 1 0 0 0
416 | Multiple inositol polyphosphate phosphatase 1 0S=Homo sapiens 0X=9606 GN=MINPP1 PE=1 SV=1 MINP1_HUMAN MINP1 55 kDa 0 0 0 0 0 0 2 2 0 0 3 4 0 0 0 0 0 0
417 Cathepsin Z 0S=Homo sapiens 0X=9606 GN=CTSZ PE=1 SV=1 CATZ HUMAN CATZ 34 kDa 0 0 0 0 0 0 0 1 0 0 3 2 0 0 0 0 0 0
418 | Ras-related protein Rab-27B OS=Homo sapiens 0X=9606 GN=RAB27B PE=1 SV=4 RB27B_HUMAN RB27B 25 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 3 3
419 | Apolipoprotein A-V OS=Homo sapiens 0X=9606 GN=APOAS5 PE=1 SV=1 APOA5_HUMAN APOAS 41 kDa 0 0 0 0 0 0 0 0 0 0 0 0 4 5 1 0 0 1
420 C-type lectin domain family 11 member A 0S=Homo sapiens 0X=9606 GN=CLEC11A PE=1 SV=1 CLC11_HUMAN CLC11 36 kDa 0 0 0 0 0 0 3 3 0 0 0 0 3 0 0 0 0 0
421 | Prolow-density lipoprotein receptor-related protein 1 0S=Homo sapiens 0X=9606 GN=LRP1 PE=1 SV=2 LRP1_HUMAN LRP1 505 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 4 0 1
422 | Neuronal cell adhesion molecule 0S=Homo sapiens 0X=9606 GN=NRCAM PE=1 SV=3 NRCAM_HUMAN NRCAM 144 kDa 0 0 0 0 0 0 1 0 0 0 5 4 0 0 0 0 0 0
423 | Retinoid-inducible serine carboxypeptidase 0S=Homo sapiens 0X=9606 GN=SCPEP1 PE=1 SV=1 RISC_HUMAN RISC 51 kDa 0 0 0 0 0 0 2 4 0 0 2 0 0 0 0 0 0 0
424 | Liver carboxylesterase 1 0S=Homo sapiens 0X=9606 GN=CES1 PE=1 SV=2 EST1_HUMAN EST1 63 kDa 0 0 3 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
425 | Protein S100-B OS=Homo sapiens OX=9606 GN=5100B PE=1 SV=2 $100B_HUMAN 51008 11 kDa 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0
426 | Aldehyde dehydrogenase, dimeric NADP-preferring 0S=Homo sapiens 0X=9606 GN=ALDH3A1 PE=1 SV=3 AL3A1_HUMAN AL3A1 50 kDa 0 0 0 0 6 4 0 0 0 0 0 0 0 0 0 0 0 0
427 Cofilin-1 0S=Homo sapiens 0X=9606 GN=CFL1 PE=1 SV=3 COF1_HUMAN COF1 19 kDa 0 0 1 0 0 0 1 2 0 0 1 2 1 1 0 0 0 1
428 | Plexin domain-containing protein 1 0S=Homo sapiens 0X=9606 GN=PLXDC1 PE=1 SV=2 PLDX1_HUMAN PLDX1 56 kDa 0 0 0 0 0 0 0 0 0 0 1 1 2 0 1 0 1 2
429 | Secreted frizzled-related protein 3 0S=Homo sapiens 0X=9606 GN=FRZB PE=1 SV=2 SFRP3_HUMAN SFRP3 36 kDa 0 0 2 2 2 1 0 0 0 0 1 1 0 0 0 0 0 0
430 | Hepatocyte growth factor activator 0S=Homo sapiens 0X=9606 GN=HGFAC PE=1 SV=1 HGFA_HUMAN HGFA 71kDa 0 0 0 0 0 0 0 1 0 0 3 2 0 0 0 0 1 2
431 Pro-cathepsin H OS=Homo sapiens 0X=9606 GN=CTSH PE=1 SV=4 CATH_HUMAN CATH 37 kDa 0 0 0 0 0 0 2 2 0 0 3 2 0 0 0 0 0 0
432 Limbic system-associated membrane protein OS=Homo sapiens 0X=9606 GN=LSAMP PE=1 SV=2 LSAMP_HUMAN LSAMP 37 kDa 0 0 0 0 0 0 2 1 0 0 3 2 0 0 0 0 0 0
433 | Neuronal glycoprotein M6-a 0S=Homo sapiens 0X=9606 GN=GPM6A PE=1 SV=2 GPM6A_HUMAN GPM6A 31kDa 0 0 0 0 0 0 3 3 0 0 2 1 0 0 0 0 0 0
434 | Amyloid-like protein 2 0S=Homo sapiens 0X=9606 GN=APLP2 PE=1 SV=2 APLP2_HUMAN APLP2 87 kDa 0 0 0 0 0 0 2 1 0 0 2 4 0 0 0 0 0 0
435 | Macrophage colony-stimulating factor 1 receptor 0S=Homo sapiens 0X=9606 GN=CSF1R PE=1 SV=2 CSF1IR_HUMAN CSF1R 108 kDa 0 0 0 0 0 0 0 0 0 0 3 5 0 0 0 0 1 0
436 | Ferritin heavy chain OS=Homo sapiens OX=9606 GN=FTH1 PE=1 SV=2 FRIH_HUMAN FRIH 21kDa 0 0 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0
437 Solute carrier family 2, facilitated glucose transporter member 14 OS=Homo sapiens OX=9606 GN=SLC2A14 PE=2 GTR14_HUMAN GTR14 56 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 1 0 3
438 | Protein-L-isoaspartate(D-aspartate) O-methyltransferase 0S=Homo sapiens 0X=9606 GN=PCMT1 PE=1 SV=4 PIMT_HUMAN PIMT 25 kDa 0 0 3 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0
439 | Phakinin OS=Homo sapiens 0X=9606 GN=BFSP2 PE=1 SV=1 BFSP2_HUMAN BFSP2 46 kDa 0 0 4 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0
440 | Immunoglobulin lambda variable 9-49 OS=Homo sapiens OX=9606 GN=IGLV9-49 PE=1 SV=1 LV949_HUMAN Lv949 13 kDa 0 0 0 2 0 0 1 1 1 0 0 0 0 0 1 1 0 0
441 Glycophorin-A 0S=Homo sapiens 0X=9606 GN=GYPA PE=1 SV=2 GLPA_ HUMAN GLPA 16 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 1 3 2 1 1
442 | Platelet glycoprotein IX 0S=Homo sapiens 0X=9606 GN=GP9 PE=1 SV=3 GPIX_HUMAN GPIX 19 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 1 0 2 4 1
443 | Plastin-2 0S=Homo sapiens 0X=9606 GN=LCP1 PE=1 SV=6 PLSL_HUMAN PLSL 70 kDa 0 0 0 0 0 0 2 3 0 1 1 1 0 0 0 0 0 0
444 | sialidase-1 0S=Homo sapiens 0X=9606 GN=NEU1 PE=1 SV=1 NEUR1_HUMAN NEUR1 45 kDa 0 0 0 0 0 0 2 2 0 0 2 3 0 0 0 0 0 0
445 | Chloride intracellular channel protein 6 0S=Homo sapiens 0X=9606 GN=CLIC6 PE=2 SV=3 CLIC6_HUMAN CLIC6 73 kDa 0 0 0 0 0 0 1 2 0 0 2 3 0 0 0 0 0 0
446 | Calumenin OS=Homo sapiens 0X=9606 GN=CALU PE=1 SV=2 CALU_HUMAN CALU 37 kDa 0 0 0 0 0 0 0 0 0 0 0 0 4 1 0 0 1 0
447 | Transforming growth factor beta-1 proprotein 0S=Homo sapiens 0X=9606 GN=TGFB1 PE=1 SV=2 TGFB1_HUMAN TGFB1 44 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 3 3
448 | Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 0S=Homo sapiens 0X=9606 GN=PLOD1 PE=1 SV=2 PLOD1_HUMAN PLOD1 84 kDa 0 0 0 0 0 0 0 1 0 0 3 4 0 0 0 0 0 0
449 | Aldose reductase OS=Homo sapiens 0X=9606 GN=AKR1B1 PE=1 SV=3 ALDR_HUMAN ALDR 36 kDa 0 0 2 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0
450 | Pterin-4-alpha-carbinolamine dehydratase 0S=Homo sapiens 0X=9606 GN=PCBD1 PE=1 SV=2 PHS_HUMAN PHS 12 kDa 0 0 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0
451 | Pentraxin-related protein PTX3 OS=Homo sapiens 0X=9606 GN=PTX3 PE=1 SV=3 PTX3_HUMAN PTX3 42 kDa 0 0 0 0 0 0 0 0 0 0 3 5 0 0 0 0 0 0
452 | Heat shock protein beta-1 0S=Homo sapiens 0X=9606 GN=HSPB1 PE=1 SV=2 HSPB1_HUMAN HSPB1 23 kDa 0 0 4 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0
453 | Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Homo sapiens 0X=9606 GN=UCHL1 PE=1 SV=2 UCHL1_HUMAN UCHL1 25 kDa 0 0 4 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0
454 | ATP-dependent 6-phosphofructokinase, liver type 0S=Homo sapiens 0X=9606 GN=PFKL PE=1 SV=6 PFKAL_HUMAN PFKAL 85 kDa 0 0 3 6 0 0 0 0 0 0 0 0 0 0 0 0 0 0
455 | Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 0S=Homo sapiens 0X=9606 GN=ATP2A3 PE=1 SV=2 AT2A3_HUMAN AT2A3 114 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2
456 | Pleckstrin OS=Homo sapiens 0X=9606 GN=PLEK PE=1 SV=3 PLEK_HUMAN PLEK 40 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 1 0 1 1 2
457 | Microfibril-associated glycoprotein 4 OS=Homo sapiens OX=9606 GN=MFAP4 PE=1 SV=2 MFAP4_HUMAN MFAP4 29 kDa 0 0 0 0 0 0 1 1 0 0 2 1 0 0 0 0 0 0
458 | Lysosomal protective protein 0S=Homo sapiens 0X=9606 GN=CTSA PE=1 SV=2 PPGB_HUMAN PPGB 54 kDa 0 0 0 0 0 0 2 2 0 0 2 2 0 0 0 0 0 0
459 | Interphotoreceptor matrix proteoglycan 1 OS=Homo sapiens 0X=9606 GN=IMPG1 PE=1 SV=2 IMPG1_HUMAN IMPG1 89 kDa 0 0 0 0 0 0 2 1 0 0 2 3 0 0 0 0 0 0
460 | Nucleotide exchange factor SIL1 OS=Homo sapiens 0X=9606 GN=SIL1 PE=1 SV=1 SIL1_HUMAN SIL1 52 kDa 0 0 0 0 0 0 1 1 0 0 1 3 0 0 0 0 0 0
461 | Serum amyloid A-1 protein OS=Homo sapiens OX=9606 GN=SAA1 PE=1 SV=1 SAA1_HUMAN SAA1 14 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 1 3 3 0 0
462 | Coagulation factor VIl 0S=Homo sapiens 0X=9606 GN=F8 PE=1 SV=1 FA8_HUMAN FA8 267 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 3
463 | Platelet glycoprotein V OS=Homo sapiens 0X=9606 GN=GP5 PE=1 SV=1 GPV_HUMAN GPV 61 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 4 2
464 | Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2 0S=Homo sapiens 0X=9606 GN=PLOD2 PE=1 SV=2 PLOD2_HUMAN PLOD2 85 kDa 0 0 0 0 0 0 0 1 0 0 2 2 0 0 0 0 0 0
465 | Sphingomyelin ph terase OS=Homo sapiens OX=9606 GN=SMPD1 PE=1 SV=5 ASM_HUMAN ASM 70 kDa 0 0 0 0 0 0 1 0 0 0 3 4 0 0 0 0 0 0
466 | Glutathione S-transferase Mu 2 0S=Homo sapiens 0X=9606 GN=GSTM2 PE=1 SV=2 GSTM2_HUMAN GSTM2 26 kDa 0 0 4 3 0 0 0 0 0 0 1 0 0 0 0 0 0 0
467 | Oncoprotein-induced transcript 3 protein 0S=Homo sapiens 0X=9606 GN=0IT3 PE=1 SV=2 OIT3_HUMAN o3 60 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 2 1 0
468 |Ras suppressor protein 1 OS=Homo sapiens 0X=9606 GN=RSU1 PE=1 SV=3 RSU1_HUMAN RSU1 32 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2
469 | Glia-derived nexin OS=Homo sapiens OX=9606 GN=SERPINE2 PE=1 SV=1 GDN_HUMAN GDN 44 kDa 0 0 0 0 0 0 0 0 0 0 4 2 0 0 0 0 0 0
470 Chitinase domain-containing protein 1 0S=Homo sapiens 0X=9606 GN=CHID1 PE=1 SV=1 CHID1_HUMAN CHID1 45 kDa 0 0 0 0 0 0 0 0 0 0 4 4 0 0 0 0 0 0
471 | Fumarylacetoacetase OS=Homo sapiens OX=9606 GN=FAH PE=1 SV=2 FAAA_HUMAN FAAA 46 kDa 0 0 4 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0
472 | Spectrin alpha chain, erythrocytic 1 0S=Homo sapiens OX=9606 GN=SPTA1 PE=1 SV=5 SPTA1_HUMAN SPTA1 280 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0
473 | Protein S100-A9 OS=Homo sapiens OX=9606 GN=5100A9 PE=1 SV=1 S10A9_HUMAN S10A9 13 kDa 0 1 0 0 2 0 0 0 0 0 0 0 2 1 0 0 0 0
474 | ATP synthase subunit beta, mitochondrial 0S=Homo sapiens 0X=9606 GN=ATP5F1B PE=1 SV=3 ATPB_HUMAN ATPB 57 kDa 0 0 0 0 0 0 0 0 0 0 1 0 0 0 3 0 2 1
475 | Endothelial protein C receptor 0S=Homo sapiens 0X=9606 GN=PROCR PE=1 SV=1 EPCR_HUMAN EPCR 27 kDa 0 0 0 0 0 0 1 2 0 0 1 3 0 0 0 0 0 0
476 | Mannan-binding lectin serine protease 2 0S=Homo sapiens OX=9606 GN=MASP2 PE=1 SV=4 MASP2_HUMAN MASP2 76 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 1 1
477 4-trimethylaminobutyraldehyde dehydrogenase OS=Homo sapiens 0X=9606 GN=ALDH9A1 PE=1 SV=3 AL9A1_HUMAN AL9AL 54 kDa 0 0 2 2 0 0 0 1 0 0 0 1 0 0 0 0 0 0
478 | HLA class | histocompatibility antigen, B alpha chain OS=Homo sapiens OX=9606 GN=HLA-B PE=1 SV=3 HLAB_HUMAN HLAB ? 0 0 0 0 0 0 0 1 0 0 0 0 0 0 4 1 0 0
479 | Dipeptidyl peptidase 2 0S=Homo sapiens 0X=9606 GN=DPP7 PE=1 SV=3 DPP2_HUMAN DPP2 54 kDa 0 0 0 0 0 0 0 2 0 0 1 3 0 0 0 0 0 0
480 | Tryptophan--tRNA ligase, cytoplasmic 0S=Homo sapiens 0X=9606 GN=WARS PE=1 SV=2 SYWC_HUMAN SYwc 53 kDa 0 0 0 0 0 0 0 1 0 0 1 4 0 0 0 0 0 0
481 | Ribonuclease inhibitor 0S=Homo sapiens 0X=9606 GN=RNH1 PE=1 SV=2 RINI_HUMAN RINI 50 kDa 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0




482 | Importin subunit beta-1 OS=Homo sapiens OX=9606 GN=KPNB1 PE=1 SV=2 IMB1_HUMAN IMB1 97 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
483 | Prenylcysteine oxidase 1 0S=Homo sapiens 0X=9606 GN=PCYOX1 PE=1 SV=3 PCYOX_HUMAN PCYOX 57 kDa 0 0 0 0 0 0 0 0 0 0 4 3 0 0 0 0 0 0
484 | Procollagen C-endopeptidase enhancer 1 0S=Homo sapiens 0X=9606 GN=PCOLCE PE=1 SV=2 PCOC1_HUMAN PCOC1 48 kDa 0 0 0 0 4 1 0 0 0 0 0 0 0 0 0 0 0 0
485 | EMILIN-1 OS=Homo sapiens OX=9606 GN=EMILIN1 PE=1 SV=3 EMIL1_HUMAN EMILL 107 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 1 2
486 | Carbonic 1 0S=Homo sapiens 0X=9606 GN=CA1 PE=1 SV=2 CAH1_HUMAN CAH1 29 kDa 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 3 1
487|DNA theta OS=Homo sapiens 0X=9606 GN=POLQ PE=1 SV=2 DPOLQ_HUMAN DPOLQ 290 kDa 2 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0
488 | Peptidyl-prolyl cis-trans isomerase B 0S=Homo sapiens 0X=9606 GN=PPIB PE=1 SV=2 PPIB_HUMAN PPIB 24 kDa 0 0 0 0 0 0 1 0 0 0 2 2 0 0 0 0 1 0
489 |CD63 antigen OS=Homo sapiens 0X=9606 GN=CD63 PE=1 SV=2 CD63_HUMAN CD63 26 kDa 0 0 0 0 0 0 2 2 0 0 2 0 0 0 0 0 0 0
490 4F2 cell-surface antigen heavy chain 0S=Homo sapiens 0X=9606 GN=SLC3A2 PE=1 SV=3 4F2_HUMAN 4F2 68 kDa 0 0 0 0 0 0 2 1 0 0 0 3 0 0 0 0 0 0
491 | Triggering receptor expressed on myeloid cells 2 0S=Homo sapiens 0X=9606 GN=TREM2 PE=1 SV=1 TREM2_HUMAN TREM2 25 kDa 0 0 0 0 0 0 1 3 0 0 0 2 0 0 0 0 0 0
492 | Integrin beta-1 0S=Homo sapiens 0X=9606 GN=ITGB1 PE=1 SV=2 ITB1_HUMAN IT81 88 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 1 0 1
493 | Phospholipase A1 member A 0S=Homo sapiens 0X=9606 GN=PLA1A PE=2 SV=2 PLA1A_HUMAN PLA1A 50 kDa 0 0 0 0 0 0 1 0 0 0 1 3 0 0 0 0 0 0
494 | Xaa-Pro dipeptidase 0S=Homo sapiens 0X=9606 GN=PEPD PE=1 SV=3 PEPD_HUMAN PEPD 55 kDa 0 0 2 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0
495 | EGF-containing fibulin-like extracellular matrix protein 2 0S=Homo sapiens OX=9606 GN=EFEMP2 PE=1 SV=3 FBLN4_HUMAN FBLN4 49 kDa 0 0 0 0 0 0 1 0 0 0 2 2 0 0 0 0 0 0
496 | Coagulation factor VIl 0S=Homo sapiens 0X=9606 GN=F7 PE=1 SV=1 FA7_HUMAN FA7 52 kDa 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 0 1
497 | Transgelin-2 0S=Homo sapiens 0X=9606 GN=TAGLN2 PE=1 SV=3 TAGL2_HUMAN TAGL2 22 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2
498 | Reelin 0S=Homo sapiens 0X=9606 GN=RELN PE=1 SV=3 RELN_HUMAN RELN 388 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0
499 | Inositol-3-phosphate synthase 1 0S=Homo sapiens OX=9606 GN=ISYNA1 PE=1 SV=1 INO1_HUMAN INO1 61 kDa 0 0 2 4 0 0 0 0 0 0 0 0 0 0 0 0 0 0
500 | Latent-transforming growth factor beta-binding protein 2 0S=Homo sapiens OX=9606 GN=LTBP2 PE=1 SV=3 LTBP2_HUMAN LTBP2 195 kDa 0 0 0 0 0 2 0 0 0 0 0 1 0 0 0 0 0 0
501 | Nucleoside diphosphate kinase B 0S=Homo sapiens 0X=9606 GN=NME2 PE=1 SV=1 NDKB_HUMAN NDKB 17 kDa 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
502 | Protein disulfide-isomerase A4 0S=Homo sapiens 0X=9606 GN=PDIA4 PE=1 SV=2 PDIA4_HUMAN PDIA4 73 kDa 0 0 0 0 0 0 0 0 0 0 0 1 2 1 1 0 0 0
503 | Cathepsin L1 OS=Homo sapiens 0X=9606 GN=CTSL PE=1 SV=2 CATL1_HUMAN CATL1 38 kDa 0 0 0 0 0 0 1 2 0 0 1 1 0 0 0 0 0 0
504 | Ficolin-2 0S=Homo sapiens 0X=9606 GN=FCN2 PE=1 SV=2 FCN2_HUMAN FCN2 34 kDa 0 0 0 0 0 0 0 0 0 0 0 0 1 2 0 0 1 1
505 | Multimerin-2 OS=Homo sapiens 0X=9606 GN=MMRN2 PE=1 SV=2 MMRN2_HUMAN MMRN2 104 kDa 0 0 0 0 0 0 0 1 0 0 2 1 0 0 0 0 0 0
506 | Protein disulfide-isomerase A6 0S=Homo sapiens 0X=9606 GN=PDIA6 PE=1 SV=1 PDIA6_HUMAN PDIA6 48 kDa 0 0 0 0 0 0 0 0 0 0 1 3 0 0 1 0 0 0
507 | Dermcidin OS=Homo sapiens 0X=9606 GN=DCD PE=1 SV=2 DCD_HUMAN DCD 11 kDa 2 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0
508 | Chloride intracellular channel protein 1 0S=Homo sapiens 0X=9606 GN=CLIC1 PE=1 SV=4 CLIC1_HUMAN CLIC1 27 kDa 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 2 0
509 | Vascular endothelial growth factor receptor 3 0S=Homo sapiens 0X=9606 GN=FLT4 PE=1 SV=3 VGFR3_HUMAN VGFR3 153 kDa 0 0 0 0 0 0 0 0 0 0 0 0 3 2 0 0 0 0
510 | Platelet glycoprotein Ib beta chain 0S=Homo sapiens 0X=9606 GN=GP1BB PE=1 SV=1 GP1BB_HUMAN GP1BB 22 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 3 0 0
511 |Quinone oxidoreductase OS=Homo sapiens OX=9606 GN=CRYZ PE=1 SV=1 QOR_HUMAN QOR 35 kDa 0 0 2 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
512 | Immunoglobulin superfamily containing leucine-rich repeat protein OS=Homo sapiens OX=9606 GN=ISLR PE=2 SV=1 |ISLR_HUMAN ISLR 46 kDa 0 0 0 0 0 0 0 0 0 0 2 3 0 0 0 0 0 0
513 | Protein kinase C-binding protein NELL2 OS=Homo sapiens 0X=9606 GN=NELL2 PE=1 SV=1 NELL2_HUMAN NELL2 91 kDa 0 0 0 0 2 3 0 0 0 0 0 0 0 0 0 0 0 0
514 Insulin-like growth factor-binding protein 2 0S=Homo sapiens OX=9606 GN=IGFBP2 PE=1 SV=2 1BP2_HUMAN 1BP2 35 kDa 0 0 0 0 3 1 0 0 0 0 0 0 0 0 0 0 0 0
515 | Immunoglobulin kappa variable 1-16 OS=Homo sapiens OX=9606 GN=IGKV1-16 PE=1 SV=2 KV116_HUMAN KVv116 13 kDa 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0 0 2
516 | Endothelial lipase 0S=Homo sapiens 0X=9606 GN=LIPG PE=1 SV=1 LIPE_ HUMAN LIPE 57 kDa 0 0 0 0 0 0 1 0 0 0 2 1 0 0 0 0 0 0
517 | Platelet glycoprotein VI 0S=Homo sapiens 0X=9606 GN=GP6 PE=1 SV=4 GPVI_HUMAN GPVI 37 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 1 1
518 | Adhesion G-protein coupled receptor G1 0S=Homo sapiens 0X=9606 GN=ADGRG1 PE=1 SV=2 AGRG1_HUMAN AGRG1 78 kDa 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0
519 | Polypeptide N-acetylgalactosaminyltransferase 2 0S=Homo sapiens 0X=9606 GN=GALNT2 PE=1 SV=1 GALT2_HUMAN GALT2 65 kDa 0 0 0 0 0 0 1 0 0 0 0 2 0 0 0 0 0 0
520 | Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens 0X=9606 GN=UBA1 PE=1 SV=3 UBA1_HUMAN UBA1 118 kDa 0 0 0 2 0 0 0 0 0 0 0 1 0 0 0 0 0 0
521 BPI fold-containing family B member 4 0S=Homo sapiens 0X=9606 GN=BPIFB4 PE=2 SV=2 BPIB4_HUMAN BPIB4 65 kDa 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0
522 | Decorin OS=Homo sapiens OX=9606 GN=DCN PE=1 SV=1 PGS2_HUMAN PGS2 40 kDa 0 0 0 0 1 3 0 0 0 0 0 0 0 0 0 0 0 0
523 | Glutathione reductase, mitochondrial 0S=Homo sapiens 0X=9606 GN=GSR PE=1 SV=2 GSHR_HUMAN GSHR 56 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
524 | Semaphorin-3B 0S=Homo sapiens 0X=9606 GN=SEMA3B PE=2 SV=1 SEM3B_HUMAN SEM3B 83 kDa 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0
525 | Calsyntenin-2 OS=Homo sapiens 0X=9606 GN=CLSTN2 PE=1 SV=2 CSTN2_HUMAN CSTN2 107 kDa 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0
526 | Coagulation factor XI 0S=Homo sapiens OX=9606 GN=F11 PE=1 SV=1 FA11 HUMAN FA11 70 kDa 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0 0 0 0
527 Plexin-B1 OS=Homo sapiens 0X=9606 GN=PLXNB1 PE=1 SV=3 PLXB1_HUMAN PLXB1 232 kDa 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 1 0
528 | Excitatory amino acid transporter 1 0S=Homo sapiens 0X=9606 GN=SLC1A3 PE=1 SV=1 EAA1_HUMAN EAAL 60 kDa 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0
529 | Endoplasmic reticulum aminopeptidase 1 OS=Homo sapiens OX=9606 GN=ERAP1 PE=1 SV=3 ERAP1_HUMAN ERAP1 107 kDa 0 0 0 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0
530 Adenosylhomocysteinase 0S=Homo sapiens 0X=9606 GN=AHCY PE=1 SV=4 SAHH_HUMAN SAHH 48 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
531|Zinc transporter ZIP12 OS=Homo sapiens OX=9606 GN=SLC39A12 PE=2 SV=3 S39AC_HUMAN S39AC 77 kDa 0 0 0 0 0 0 2 1 0 0 0 0 0 0 0 0 0 0
532 | Proteasome subunit alpha type-6 OS=Homo sapiens 0X=9606 GN=PSMA6 PE=1 SV=1 PSA6_HUMAN PSA6 27 kDa 0 0 0 0 0 0 0 0 0 0 0 0 2 1 0 0 0 0
533 | Phosphoglucomutase-1 0S=Homo sapiens 0X=9606 GN=PGM1 PE=1 SV=3 PGM1_HUMAN PGM1 61 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
534 | Bifunctional epoxide hydrolase 2 0S=Homo sapiens 0X=9606 GN=EPHX2 PE=1 SV=2 HYES_ HUMAN HYES 63 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
535 | T-complex protein 1 subunit alpha OS=Homo sapiens OX=9606 GN=TCP1 PE=1 SV=1 TCPA_HUMAN TCPA 60 kDa 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
536 | Tsukushin OS=Homo sapiens 0X=9606 GN=TSKU PE=2 SV=3 TSK_HUMAN TSK 38 kDa 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0
537 | GTP-binding nuclear protein Ran 0S=Homo sapiens 0X=9606 GN=RAN PE=1 SV=3 RAN_HUMAN RAN 24 kDa 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0
538 | Interleukin-1 receptor accessory protein OS=Homo sapiens 0X=9606 GN=IL1RAP PE=1 SV=2 IL1AP_HUMAN IL1AP 65 kDa 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0 0
539 | Leucine-rich repeat-containing protein 15 OS=Homo sapiens OX=9606 GN=LRRC15 PE=2 SV=2 LRC15_HUMAN LRC15 64 kDa 0 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
540 | Vascular cell adhesion protein 1 0S=Homo sapiens 0X=9606 GN=VCAM1 PE=1 SV=1 VCAM1_HUMAN VCAM1 81 kDa 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 0 0 0
541 | Lipocalin-1 0S=Homo sapiens 0X=9606 GN=LCN1 PE=1 SV=1 LCN1_HUMAN LCN1 19 kDa 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
542 | Thymosin beta-4 0S=Homo sapiens 0X=9606 GN=TMSB4X PE=1 SV=2 TYB4_HUMAN TYB4 5 kDa 0 0 0 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0




